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Resistance genes screening in Uncinular necator induced
cDNA library of Chinese wild grape
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Abstract;: [Objective) This paper aimed to screen expressed resistance genes from Chinese wild grape
c¢DNA library which was constructed from leaves induced by grape powdery mildew (Uncinular necator)
inoculation. [Method]) Specific oligo nucleotide primers were designed according to conservative NBS se-
quence of resistance genes and the universal sequence primers on vector. Colony PCR was employed to
screen the circled cDNA library. 82 positive colonies were acquired by colony PCR,out of which 36 colonies
were identified by plasmid PCR assay. [Result) Positive plasmids were sequenced and the sequence analysis
result showed that 3 expressed sequence tags were highly homologous to known sequences,one was 99 %
homology to a registered Chinese wild grape sequence DT661587. 1,the other two were 89% and 96 % ho-
mology to Vitis vini fera water deficit response gene DTO31657. 1 and grape Pierce’s disease resistance
gene CF202948. 1 respectively. [Conclusion] These genes are supposed to be related with grape powdery
mildew resistance.
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Fig.1 Results of circled Chinese wild grape
c¢DNA library colony PCR
M. DL.20000; 1. Colony No. 21;2. Colony No. 13;

3. Colony No. 155;4. Colony No. 347;5. Colony No. 350;6. CK1
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Fig. 2 Results of positive clone assay by plasmid PCR in
circled Chinese wild groe cDNA library
M. DL20000; 1. Colony No. 21;2. Colony No. 143;3. Colony No. 1553
4. Colony No. 347;5. Colony No. 350;6. CK2
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CAAAGCCCGAAAGTCAGGATCTTTCAGAAAATGGATTCCTATTGGAAGAAAGCAAAACCG 180
CATGGATAAGCTCCCACTAACCCGTCAATTTGGGATCCCCTTCGGGATTTTCCTTGGGAG 240
GTTTTGGGAAGGAATTGGAAAGTAATAATTTTGATTCTTACAGATACAGAAGAAAAGGTT 300
TTTTATTGGTTCTAACGCTGTACCTATGGGGTAGGGGTAGAGGAAGGGGAAAAAACCGAA 360
GGTTTCTCATAGTACTTTTGATCGAAAAATCAATTGGGATTAATTTGTTCCCTTCGATCA 420
AAGAGAAAAGGGGTCAGATTTTTCAGGATCAAACCTATGGGACTTAAGGAATGATGAAAA 480
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Fig. 3

Nucleotide sequence of insert from colony No. 21

TTGGGGGAACGAGCCTTGTGAGAGAGAATTGAGAAATGGCGGAAGAGGGACAATTGTCG 60
GTTGCCACAGTGTGGAATCGTGGAAGGAGCAATTCCAGCATGGAATAGAGTCCAAGAAAC 120
TGGTGGGGGTGGATTTCCCTGCTTCATGGTGTGGGCCATGTCGTGTCATTAGCCCCTTTT 180
TGGCAGAGCTTGCCCAAGAAGATGCCTAATGTCATATTTTTCAAGGTGGATGTGGATGAAT 240
TGGAGACTGTTGGTAAGGAGTGGGAAGTGGAGGCCATGCCAACCTTTTTGTTCCTGAAAG 300
AAGGAAACGTAGTGGACAAGGTTGTGGGTGCAAGAAGAGAAGAAATGGTGCAGAAGACAG 360
AGAAGCATGCAACTGCTTGACTTGCAATTTGGAGATATGAACCTTCCCTGCAAAATGCCA 420
CATTTTTTATGGTCATTGTAACTATGCAAGTACTTGTTTGCCTGTTACTTTGGGGGCCTG 480

GGAGCCTCAGGGCTTTTTTAAGATAAGTGGTGTTTGTCATAAAATGATAATACAATATGT 540
GTGTTATTTATGGTTGCTTTTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 504
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Fig. 4 Nucleotide sequence of insert from colony No. 350
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