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Transformation of wheat high molecular weight gluten subunit
14 gene by pollen tube pathway
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Abstract: [Objective] The study was to improve the bread-making quality of wheat. [Method) High
molecular weight glutenin subunit 14 gene was transformed into five wheat varieties by pollen tube path-
way. The progenies were grown in field and the leaf genomic DNA of each progenies were extracted. Trans-
formants were identified by PCR using the specific primer of high molecular weight glutenin subunit 14
gene. [Result] The result showed that the differences between varieties and treatments were significant,a-
mong which the transformation frequency of Shaan 354 with 50 ng/ul. DNA was the highest. The average
transformation frequency of all varieties was 0. 56 %. [Conclusion) Therefore it is a potential way to trans-
form wheat by pollen tube pathway.
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Fig.1 T-DNA region of plasmid pin438-HMW-GS14
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Table 1 Transformation result of different varieties and treatments
o 3 Wi B T NE‘Z%?& "cljﬁ$/% 'F‘H‘f%fﬁﬁi’ﬁﬁt %ﬂ:%/%
Varieties Trﬁﬂtmﬁnt Number Of seeds umb,er Of }requ.enc}., Of lranSfF)rnled }re(luency Of
seedlings germination seedlings transformation
¥ B 8716 1 583 476 81.6 3 0.51
Luoyang 8716 2 296 253 85.5 2 0. 68
1 1293 915 70. 8 3 0.23
B 354 2 398 342 85.9 4 1.01
Shaan 354 3 55 21 38.2 0 0
4 108 39 36. 1 1 0.93
1 500 427 85.4 4 0. 80
Bk 893 2 617 536 86. 9 4 0.65
Shaan 893 3 360 149 41.4 3 0.83
4 404 138 34,2 2 0.50
JME 107 1 115 93 80.9 1 0.87
Xiaoyan 107 2 51 47 92.2 0 0
B% 150Shaan 150 1 60 41 68. 3 0 0
AR 4 840 3477 71.8 27 0.56

Total or average
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Table 2 Transformation result of different treatments

U T /0 N ¥ AV 3% /0
o fA— WA [T TR CAE
Number of Average frequency Transformed Average frequency
Treatment Number of seeds . L . .

seedlings of germination seedlings of transformation

1 2 551 1952 76.5 11 0.43

2 1362 1178 86.5 10 0.73

3 415 170 41.0 3 0.72

4 512 177 34.6 3 0.59
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Fig. 2

Agarose electrophoresis of PCR product

1. Marker DL2000;2. Positive control Xiaoyan No. 6;3. Negative control Shaan 893; 4—17. Transformed individuals
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