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Condition optimization of rea time PCR used in rapid detection of
Penicillium expansum in apple juice concentrate.

FAN Mingtao™ Bl Jingying ,LIU Linrwe~ ,Mansel W Graffith® ,WAN G Hai-feng
(1 College of Food Science and Engineering, Northwest A & F University, Yangling, Shaanxi 712100, China;
2 Canadian Research Institute f or Food Saf ety and Food Science Department ,University of Guel ph, Guel ph,Ontario, N1G 2W1, Canada)

Abgract : Inorder to to detect Penicilliumexpansum rapidly in apple juice concentration ,the real time
PCR method was used to detect Penicillium expansum and the conditions were al so optimized. Based on
the primers from polygatacturonase gene,the effect of annealing temperature,primer concentration and
template concentration of real time PCR on the amplification was eval uated. The result showed that the am-
plification temperature of Penicillium expansum DNA was 61 when usng Lightcycler ,primer concen-
tration was between 0.20 - 0.40M mol/L ,and the template concentration had little effect on amplification.
U s ng above mentioned parameters ,the best amplification ,product melting curve and clear bands could be
obtained. The parameters to detect Penicillium expansum obtained in this study can be used in the detec
tion of Penicilliumexpansum in applejuice production ,it can be also used as a reference for real time PCR
detection for other microbes.

Key words: apple juice; Penicillium expansum; PCR detection
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