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Ful cDNA cloning and tissue distribution of SOCS2 gene in pig

DU Bao-wen,YAN G Gong-she,SUN Chao

(Laboratory of Animal Fat Deposition and Muscle Development , Northwest A & F University, Yangling, Shaanxi 712100, China)

Abstract :SOCS2 was very important to growth and development of organism and growth hormone
signaling. A pair of primers were designed according to the homology region of SOCS2 among other spe-
cies. Total RNA wasisolated from kidney of Bamei pig,alocal strain of Chinese pig,and the complete cD-
NA sequence of SOCS2 gene was cloned by RT-PCR technology firstly ( Genbank accepted number is
EF121242) . Thereafter ,the distribution of SOCS2 mRNA in Bame pig was analyzed by SQ-RT PCR.
Compared with others,the homology of SOCS2 to Sus scrofa,human ,mouse and rat was 99 % ,94 % ,91 %
and 89 % ,respectively ,but the homology of protein reached 100 % ,95 % ,94 % and 93 % ,respectively. And
the data showed that the SOCS 2 could be detected in many tissues extensively ,such as heart ,|ung ,subcu-
taneous adipose ,abdominal adipose,liver ,spleen,kidney and muscle. Its expresson was higher in kidney
and heart but lower in muscle tissue.

Key words: SOCS2;pig;SQ RT-PCR;tissue distribution
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, JAK-STAT gent RNA ,
el RNA 10g/L
GH 1 B-actin SOCS2
Table 1  Primers sequences of B-actin, SOCS 2
(GHR) /bp
Length of
) , GH Gene Primer amplified
fragments
. S:5-ACTGCCGCATCCTCTTCCTG3
JAK-STAT GH Pracin ) 'g-crccTecTTaCTGATCCACATGE O
(7] - .
e PO e ST
SOCS2 3 GH S A
18] Note:S means sense primer ;A means anti-primer.
SOCS 2 GH 1.4 SOCS2 B-actin RT-PCR
1.4.1 RT 5 mL RNA ,
SOCS 2 SOCS 2 cDNA cb-
' SQ RT-PCR NA DEPC RNA 5
mL , 0.2 mg/ mL Random hexamersprimer 1 mL
ocsz <ol ' DEPC 6 mL ,70 5 min,
:5 xBuffer 44 L ,10 mmol/L dNTP 2
ML ,20 U/mL RNA 1uL ,25 5min,
1 200 U/ mL MuLV 1uL PTC200
1.1 25 10 min ,42 60 min,70
1.1.1 8 3, 10 min !
1.4.2 PCR PCR 25U L :

, 17. 7pL 10 x PCR buffer 2. 54L,2
1.1.2 RNA TRIpure mmol/L dNTP2u L ,100 mol/L 0.8
Reagent , ; ML ,0.5U/ML Tag 0.44L ,cDNA 0.8uL

RevertAidTM First Strand cDNA Synthes's 95 5min ;94 30s56 30s,72
Kit (Fermentas Taq Plus 1 min,29 ;72 10 min,4 10 min

-dNTP Marker Marker11 , PTC 200 (MJ Research BIO-RAD,Inc.)
;H.Q. &.Q DNA PCR 15gL
H.Q. &.Q , B-actin
;pMD19- T ,
TaKaRa ; Ecoli DH %1 1.5 SOCs2
H.Q. &.Q DNA
1.2 , 15¢g/L
Genbank SOCS2 , pMD-19T ,
Primer Premier 5.0 , pMD19-T- SOCS2, E. coli
, SOCS2 PCR , DH % | LB ) )
B-actin 10 mL LB ,
, 1 H.Q. &.Q DNA (
1.3 RNA cDNA ), PCR :
RNA TRIpure Rea
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1.6 SOCS2 MRNA ONEWAY ANOVA ( )
: + (X+SE)
RNA cD-
NA 1.3 1.4 2
2.5uL PCR , 2.1 RNA
10 g/L ( 0.05 mg/L ) RNA 10 g/L
Wealtec . 5,18 28 S3
Dophin-1D SOCS2 , (1, RNA
SOCS2 B-actin 2.2 SOCS2 RT-PCR
RT-PCR SOCS2 ,PCR
1.7 10 g/L ,
SPSS11.5 , 800 bp ( 2
<4 28S rRNA
L g+ 18STRNA 12
388 Eg <— S0CS-2
<4 5S TRNA
1 RNA 2 SOCS2 PCR
Fig.1 Hectrophoress profiles of total RNA M. Marker ;1. SOCS2
from kidney tissue of Bamei pig Fig.2 Hectrophoress result of SOCS2 PCR products
M. Marker ;1. SOCS2 gene
2.3 pMD19 T-SOCS 2 SOCS box
' M 1 2
, Q)
ik
, socsz e
( Genbank : EF121242) SOCS 400 bp —»
, SH2 SOCS 200 bp —»
box ,
3 pMD19-T-SOCS?2 PCR
Genbank CDD 1 3.S0CS2;M. Marker
’ 4 4 ’ Fg.3 PCRidentification of recombinant plasmid
0CS SH2 1 3.S0CS2;M. Marker
1 50 100 150 198
| | | | | | | | | | | | | | | | |
g SH2 )
4 SOCSs2
Fig.4 Structure domain analysis of SOCS2
2.5 SOCS2 Genbank SOCS2 ,
SOCS2 cDNA 822 hp, , SOCS2
99 696 CDS SOCS2 99 %,
Genbank , EF121242 94%,91% 89 %,S0CS2
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100%,95%,94% 93 % SOCS2
SOCS2
2.6 RNA
RNA
5 , RNA )
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SOCS2 P-actin (
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7 6 7
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1 2 3
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28 STIRNA
18 STRNA -

5 STRNA 4

5 RNA
1. 2. ;3. 4. 5.
6. ;7. ;8.
Fig.5 Hectrophoress profiles of total RNA
from different tissues of BaMe pig
1. Muscle;2,Kidney ;3. Spleen ;4. Liver ;5. Abdominal adipose;
6. Subcutaneous adipose;7.Lung;8. Heart ;M. Marker

6 SOCS2 B-actin PCR

1. 2. 3. 4. :5.
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Fig.7 Sgnificance testsof SOCS2 mRNA
expresson in different tissuesfrom Bame pigs
1. Heart ;2. L ung;3. Subcutaneous adipose;
4. Abdomina adipose;5.Liver ;6. Sleen;7. Kidney ;8. Muscle

JAK/ STAT
,

;6. ;7. ;8.

;M. Marker
Fig.6 Amplification result of SOCS2 and bractin from different tissuesin Bamei pigs
1. Muscle;2. Kidney ;3. Spleen;4. Liver ;5. Abdominal adipose;6. Subcutaneous adipose;7.L ung;8. Heart ;M. Marker
A

SOCS2 JAK/STAT
) Met-
caf , socs2””
40 %, GH IGF(
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