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Molecu ar detection of whitefly-transmitted Geminivirusin
Phaseolus vugarisL.in Hainan Idand

CHE Ha-yan L UO Daquan,YAN G Xu-guang ,FU Rui-yi ,YE Shabing

( Enviromental and Plant Protection | nstitute, Chinese Academy of Tropical Agricultural Sciences, Danzhou, Hainan 571737, China)

Abgtract : To investigate the occurrence of whitefly-transmitted geminivirusin Phaseol us vul garis L.
in Hainan ,three virusinfected Phaseol us vul garis L . samples with mosaic ,crinkle and vein plum symptom
were collected in Danzhou ,Hainan Province. A degenerate primer pair was desgned according to the con-
served sequence of CP gene and intergenic spacer of WT G,and a single PCR product of expected size (522
bp) was amplified from two samples by PCR,cloned and sequenced. BLAST analys's showed that PCR
product had a geminiviral gene origin,and the sequence had the highest sequence identity (65.9 %) with
that of Mungbean yellow mosaic India virus[ Cowpea] (AF481865) ,which indicated that two samples
were infected with geminiviruses.

Key words: Phaseolus vul garis L. ;whitefly-transmitted geminivirus; molecular detection
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