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Fig 1 PCRwith Sssite in finewool sheep breedsof Xinjiang
1-4 isAB genotype 5-8, 10 isAA genotype 9 isBB genotype
2 5
Table 2 A llelic frequenciesof 5 sites in the finewool sheep breeds of Xinjiang and Shaanbei
: - Gene frequ- : . Gene frequ-
Site Breed A llelic ency Site Breed A llelic ency
St X A Q 666 7 Ss X A Q6333
B Q0 3333 B Q 366 7
s A Q6979 S A Q7813
B 0302 1 B Q2187
d 516 7 Ss X A Q 7833
S2 X 4 B Q2167
B 0] 3167 s A Q 666 7
C Q 083 3 B Q0 3333
D Q 083 3 Ss X A Q 766 7
S A Q 6771 B Q 2333
B Q 3229 S A Q 770 8
B Q 229 2
X 'S

Note X indicate the finewool sheep breeds of Xinjiang, S indicate the finewool sheep breeds of Shanbei The follow ing table is sane

23 2 5 h
PIC PIC< Q 25
3 :
1 872 4, 16743 Q 366 6,

Q 618 9, Q 339 4, Q 345 6,

Q 445 G, Q 444 4,

Q 341 8, Q 3997 (PIC) ;
,PIC>0Q5

3 5

,Q5>PIC>0Q 25

Q 5551,

Q 283 4,

, St

Ss Ss

Q 281 8§,

0 3189

5

Table 3 Numbersof effective allelic, h and PIC of 5 sites in the finewool sheep breeds of Xinjiang and Shaanbei

, S

N umber of effective

Site Breed allelic h PIC
St X 17999 Q 444 4 Q 3456
S 17289 0 4216 Q3327
S X 2 6240 Q0 6189 Q5551
S 17768 Q 4372 Q3416
Sz X 18671 Q 464 4 Q 356 5
S 15193 Q03418 Q0 2834
S4 X 15138 Q03394 Q2818
S 17999 Q 444 4 Q 3456
Ss X 15571 Q 3578 Q0 2938
S 1 546 6 Q0 3534 Q2910
A verage X 18724 Q 4450 Q 366 6
S 16743 Q397 Q3189
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Table 4 Genotype frequency and Xof 5 sites in the finewool sheep breeds of X injiang and Shaanbei
Genotype frequency X Xvalue
Site Genotype X s X s
S1 AA Q 550 0 Q 520 8 13 528 8" * 12301
AB Q 2333 Q 354 2
BB Q 2167 Q1250
S AA Q 516 7 Q5417 141 881 9" ° 6 984 8"
AB - Q 2708
BB Q 316 7 Q 1875
cC Q 083 3
DD Q 0833 -
Ss AA Q 266 7 Q 666 7 12 0355" " 5 196 4
AB Q 7333 Q 2292
BB - Q104 1
Ss AA Q 7833 Q 3333 395700 " 6 6738" "
AB - Q 666 7
BB Q 2167 -
Ss AA Q 583 3 Q 666 7 Q 0380 8 086 5"
AB Q 366 7 Q 208 3
BB Q 050 0 Q 1250
A (P< Q05); * * (P<Q01);-.
Note *. indicates significant difference (P< Q 05), * *. indicates quite significant difference (P< Q 01); - . indicate no site
4 . SL,'Ss : el
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The PCR-SSCP analysis about the candidate gene of the fineness of
wool in the fine'wool sheep breeds of X injiang and Shaanbei

YAO Y i*,L El Cheng-zhi',Y IN Jun-liang’,L IU Fu-yuan®, CHEN Y u-lin*
(1 College & A nimal Science and T echnology,N orthw estA & F U niversity, Yangling, Shaanxi 712100, Ching;
2 Institute  Animal H usbandry and V eterinary M ed cine, X injiang A cadeny o A gricultural Reclamation, Shihezi, X injiang 832000, China)

Abstract: The polymorphisn of the candidate gene (Si, Sz, Sz, Su, Ss) was detected in the fineness of
wool betw een 60 X injiang and 48 Shanbei sheep’'sby PCR-SSCP. T he result show ed: T he frequency of A al-
lelew asobviously higher than that of B allele in the five otsof the two finewool sheep breeds In loci Sy,
Ss, three genotypes (AA ,AB,BB) were detected in two finewool sheep breeds In locus Sz, four genotypes
(AA ,BB,CC,DD) were detected in finewool sheep breedsof X injiang and three genotypes (AA ,AB,BB)
w ere detected in finewool sheep breedsof Shaanbei In locus Ss, wo genotypes (AA ,AB) w ere detected in
fine-wool shegp breeds of Xinjiang and three genotypes (AA ,AB,BB) were detected in finewool sheep
breeds of Shanbei In locus S, two genotypes (AA ,BB) w ere detected in fine'wool shegp breedsof X injiang
and wo genotypes (AA ,AB) were detected in finewool sheep breeds of Shanbei The average heterozy-
gosity of finewool sheep breeds of Xinjiang and Shanbei were Q 445 0 and Q 399 7 The locus S:(PIC=
Q 555 1) of finewool shegp breedsof Xinjiang w as highly polymorphic, the average PIC was Q 366 6, and
the other four loci (Si, Ss- Ss) weremedium polymorphic In Shanbei's the five lociw eremedium polymor-
phic, the average PICwas Q 318 9 The results show ed, five loci (Si- Ss) could be used as the efficient ge-
netic marker to analyze the genetic diversity in finewool sheep. T herew ere high genetic variability and rich
genetic diversity in two finewool sheep breeds
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