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Expression and purification of humanM A P2 m icrotubule binding peptide

GUO Yan', ZHANG Yan-m ing', GAO Chen’?, HAN Jun?, CHEN Jian-m ing’,

SH I Qi GAO Y ong-jun®, ZHOU W e’ DONG X iao-ping’
(1 College & A nimal Science and T echnology,N orthw estA & F U niversity, Yangling, Shaanxi 712100, Ching;
2 Chinese Center for V iral D isease Control and P revention,B eijing 100052, China)

Abstract: In order to study the effectsof M A P2 on the formation and stabilization of microtubule as
w ell as the potential trangortation functions in axon and synap se, the gene encoding microtubule binding
region of M A P2w as cloned and expressed V erified by sequence analysis and enzym e digested, an recom bi-
nant vector pET 32aM A P2w as constructed A 43 ku olubleM A P2-fusion protein w as expressed in E. coli
BL 21 and purified by affinity chromatography. T he interaction of the proteinsw as studied and it was sug-
gested thatM A P2 microtubule binding peptide could interact w ith each other in vitra It can provid a good
basis for further research on the biological functions of M A P2
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