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Fig.3 Sequencing of recombinant plasmid pGEM-T/SRY Vector
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Cloning of Holstein cow 's SRY ORF and its expression in E. coli
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Abstract: The geneof SRY ORF w as cloned using Holstein cow genome T he total coding region is 687
bp, encoding a peptidew ith 229 amino acid residues The Holstein cow's SRY ORF was cloned to EcoR [
and Sal | sitesof pET-28a(+ ) to construct an expression plasnid pET-28a/SRY. The expression plasnid
was transformed to E. Coli BL 21 (DE3), induced by IPTG 9 S-PA GE analysis and confirmed that the
Holstein cow 's SRY peptidew as highly expressed at 4 h induction at 37 . The SRY proteinw as exp ressed
from totle protein of E. Coli BL 21 (DE3).
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