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( F80-1 F98-7 F124-1 F128-1 16
F129-1 F145-2 , Cornell ( : http: //ars
) , genome cornell edu/rice/m icrosat) ,
1, Pi-a(1) Pi-ta(2) Pi-b Pi- , 222 12
t Pickm Pi-ta Pi-kP (F129-1) Pi-3 Pi-5 Pi-12 PCR PE9700
Pi-19 DNA Panaud ® PCR
GDL 1, , (20 (L ): 1x PCR Buffer (50 mmolA KCI, 10
14 mmolA TrisHCI, pH 8 3, 1 5mmolA M ¢Cls,
Q 1% ),1U TaqDNA ,50 100 ng
, ( 1 ) , DNA,Q 15 umolA ,Q 2mmolA dNTP
3 4 , 1 94 5min (94 1min, 55 1
, 5x 10°/mL, min, 72  1min), 35 , 72 5min
25 24h 6 0% , 1gd
,7d ANOs
09 : 0 3
49 2
15 DNA 21 SP:
DNA Zheng © DS 1 ,
2 3 SP. 510 70 ( 0 3
, 400 i DS (200 mmolA TrisHCI, ), 13 7%; 440 ,
pH 7 5,25mmolA NaCl,Q 5% DY), 4 5 48 , 9 4%; 6 60
, 2mL , , 11 8%:; 7 9 332 , 65 1%;
400 . DS : 98 , 8 9
, 1h / ( 24 1)
imL, 45min, 14 000 r/min 7]
5min, 15mL , , )
,- 20 15min DNA,14  Sp;
000 r/min 3min, , 75% , ,
, , 200 300 TE(10mmolA SP1
TrisHCI,pH 8 0,1mmolA EDTA)
1 SP1

Table 1 L eaf blast resistance of SP:lines derived from L ijiangxintuanheigu after gpace mutation

SP1

Itan L eaf blast scale of SP1linesof L ijiangxintuanheigu after space mutation L eaf blast
scale of CK

0 1 2 3 4 5 6 7 8 9 8 9

Na of tilling 14 27 10 19 18 30 60 163 141 28 98

/%
Percentage 27 53 20 37 35 59 11 8 320 27. 6 55 100
Note CK referred asL ijiangxintuanheigu
22 SP2 SP. 11 SP2
2 , SP1 s
LsSP.  SP: , 11 SP> X :



98 ( ) 34
, Lr1"SP2 Lrs-SP2 Lr7-SP2 L re-SP2 , 15 1
L Rr10-SP2 L r11-SP> 31 ,L r3-SP2 GD531 SP>
Lre-SP2 L ro-SP:2 15 1 , Lr2- 2 ,
SP2 L ra~SP2 31 15 1 Lr2-SP2 L ra-SP2 31 15 1
, 3 , ;
1 GD 531 1
2 SP2
Table 2 L eaf blast resistance of SP2lines derived from L ijiangxintuanheigu after gpace mutation
Deviation of resistant plants to susceptible ones X p
L ines Expectation
R S R S
L r2-SP2 75 42 179 1 31 6 843 8 Q 005 Q01
L r5~-SP2 71 35 203 1 31 32040 Q05 Q01
L re-SP2 109 40 273 1 3 1 Q01815 a5 Q75
L r11-SP2 79 26 303 1 31 Q 004 3 Q9 Q95
L r7-SP2 87 24 363 1 31 Q 5150 Q25 Q5
L r10-SP2 109 24 465 1 31 34007 Q05 Qa1
L r1-SP2 86 18 481 1 31 29714 Q05 Qa1
31 41841 Q 025 Q 05
L ra-SP2 54 9 601 1
15 1 56391 Q 01 Q 025
L r6-SP2 123 12 1024 1 15 1 11973 025 a5
L ro-SP2 106 9 11 82 15 L3 Q2441 a5 Q75
L r3-SP2 130 11 11 82 15 1 Q 3439 a5 Q75
L s-SP2 0 114
(CK) 0 30
‘R ;'S ; X6 os= 3 84(df = 1); P.
Note R. Resistant; S Susceptible X5 0s= 3 84(df = 1); P. Expected frequency. The follow ing table is the same
23 SPs ,  Lre=SP2 L Rr3~SP2
3 ,Lr11-SPs 6 3 ,Lr11-SP2  Lr7-SP2
, 31 50% , SPs
, 3 Lr7-SPs 6
4 3 Lro-SP2 L Rr3-SP2
1 , 2 X L ro- , SPs , 1 ,
SP: Lrs-SPs 12
SP2 ,L r11-SP2 SPs
L r7-SP2 GD 531 1
3 SPs
Table 3 L eaf blast resistance of SPslines derived from L ijiangxintuanheigu after pace mutation
Deviation of resistant plants to susceptible ones X p
L ines Expectation
R S R S
L r11-SP3-1 88 27 32 1 3 Q 0724 Q75 Q9
L r11-SP3-2 91 30 303 1 3 Q 003 Q9 Q9%
L r11-SP3-3 154 0
L r11-SP3-4 100 38 263 1 31 Q 3478 Q5 Q75
L r11-SP3-5 144 0
L r11-SP3-6 127 0
L r7-SP3-1 161 0
L r7-SP3-2 134 0
L r7-SP3-3 94 28 336 1 31 Q1749 Q5 Q75
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3 Continued of Table 3
Deviation of resistant plants to susceptible ones X p
L ines Expectation
R S R S

L r7-SP3-4 102 31 329 1 31 Q1228 Q5 Q7
L r7-SP3-5 117 35 334 1 31 Q 2193 Q5 Q7
L r7-SP3-6 143 41 349 1 31 Q5870 Q25 Q5
L ro-SP3-1 122 0
L ro-SP3-2 184 0
L ro-SP3-3 127 0
L ro-SP3-4 201 0
L ro-SP3-5 158 0
L r9-SP3-6 161 0
L r3-SP3-1 96 0
L r3-SP3-2 182 0
L r3-SP3-3 109 0
L r3-SP3-4 174 0
L r3-SP3-5 138 0
L r3-SP3-6 168 0

(CK) 50 0

24 SR 2 , RM 409
222 SP2 )
Lre-SP2 149 , 80 bp ,
, 210 L rs=SP2 GD 531
, SR RM 409 L rs-SP: , RM 409 L rs=SP2
1 , RM 409 , 9 , SR
) RM 409
90 bp ;

CERER-R R R R-R R RUR:RR'R B RRRR RR M

1 SR RM 409
CK. R
Fig 1 Amplification resultsof SSR maker RM 409 in resistant plants

;M. M arker

CK. L ijiangxintuanheigu; R. Resistant plants M. M arker

CRES- 8 9S8 S S /S NF8 % 8 S 88 8 SI8°8 'S .M

100 bp

2 SSR RM 409
CK. ;S

;M. M arker

Fig 2 Amplification resultsof SSR maker RM 409 in susceptible plants
CK. L ijiangxintuanheigu; S Susceptible plantsM. M arker
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, 9 SR RM 409 ,
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Study on resistance variation of gpace-induced lines to
rice blast and molecular marker of the resistant mutant gene

HONG Yan-bin™? YANG Qi-yun*,L IN Pei-zhen',WANG Hui’,CHEN Zhi-qiang’
(1 Plant Protection Research Institute, Guangdong A cadeny o A gricultural Sciences, Guangzhou, Guangdong 510640, Chinag;
2 College o A griculture, South China A gricultureU niversity, Guangzhou, Guangdong 510642, China)

Abstract: The research data on the variation of the resistance to rice blast in the SP:- SPs of
lijilangxintuanheigu w hich w as susceptible to blast after gpace-induction show ed that 13 7% mutant plants
in the SP1w ere resistant to rice blast In the SPzrice gpace-induced lines,most of the resistant lines had a
ratio of 3 1 or 15 1 of the deviation of resistance and susceptibility, mplying the resistance was
controlled by 1 pair or 2 pairs of major genes In the SPs rice ace-induced lines, a part of lineswhose
resistancew ere controlled by a pair of major genes continued to demonstrate deviation of resistance, but for
the lines whose resistance were controlled by 2 pairs of major genes, the resistance generally becane
stable By using the L rs-SP2 population for the molecular markers of the blast resistant genes induced
through gpace mutation, it was found that the resistant gene was in the 9th chromosome and w as linked
w ith the SSR marker RM 409

Key words rice ace-induced ling; rice blast; resistance mutation; resistance gene; SSR marker



