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Fig 2 Identification of recombinant plasnids
1 M arker ONA /EcoR | + H indIll; 2- 4 Identified by digestedwith EcoR I and Pst I of
HN01,WJ and L Y997 recombinant plasnids 5- 7. Identified by PCR of HN 01,W J and L Y 997 recombinant plasnids
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Fig 3 Sequencesof V P2 gene nucleotide of BDV HN O01,WJ andL Y 997
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Fig 4 Sequencesof predicted anino acid of V P2genes in BDV HN 01,WJ and L Y 997
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Cloning and sequence analysis of theV P2gene
of BDV isnlated from different fow Is

W U Zhi-m ing', ZHANG Chun-jie’,L 1Y in-ju’,W ANG Chen®, GAO Zheng-yan®
(1 H enanV eterinary Prevention and Control Station, Zhengzhou, H enan 450002, China;
2 College  Animal Sci-Tech,H enan U niversity d Sci-Tech,L uoyang, H €nan 471003, China)

Abstract: TheV P2 gene of BDV field strains HN 01 (chicken),W J (dark-bone chicken) and L Y 997
(ducks) w ere anplified by RT-PCR and cloned into PV D 18-T vector to analyze sequence T he sequences of
W J,L Y997 and HN O1 isolatesw ere compared w ith standard 1 sterotype BDV (STC). The homology of
the nucleotide were 91 30%, 92 50%, 93 47%, and the homology of anino acidswere only 92 74%,
91 90%, 95 10% separately; Betw een HN O1 isolate and W J isnlate, the homology of the nucleotide and
amino acidswere 97. 90% and 98 40% regectively; HN O1 sequencew as comparedw ith L Y997 ilate, the
homology of the nucleotide and anino acids were only 98 7% and 99 05%; and the homologies of
nucleotide and amino acidsw ere only 99 1% and 97 68% betweenW J isolate andL Y997 ilate TheV P:
gene sequences of the three ilates all possessed the characteristics of very-virulent BDV (vwBDV ), the
homologies of nucleotide and amino acids of the three islates and standard 1 stertype BDV were very
low. A Ithough the homology of the three iolatesw ere very high, there are som e differences anong them.

Key words chicken; duck-bone chicken; duck; infection bursal disease virus(BDV );V P2 gene; clong;
sequence analysis



