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1 CAGACCGCAG ACATGAAACT TGTCTTCCTC GTCCTGCTGT TCCTCGGGGC CCTCGGACTG
61  TGTCTGGCTG_GCCGTAGGAG AAGGAGTGTT CAGTGGTGC@ GGGTATCCCA ACCCGAGGCC
121 ACAAAATGCT TCCAATGGCA AAGGAATATG AGAGTGC GTGGCCCTCC TGTCAGCTGC
181 ATAAAGAGAG ACTCCCCCAT CCAGTGTATC CAGGCCATTG CGGAAAACAG GGCCGATGCT
241 GTGAGCCTTG ATGGTGGTTT CATATACGAG GCAGGCCTGG CCCCCTACAA ACTGCGAGCT
301 GTAGCGGCGG AAGTGCTACGG GACCGAAAGA GAGCGAGCGAA GTGCAGTATTA TGCCGTGGCT
361 GTGGTGAAGA AGGGCGGCAG CTTTCAGCTG AACGAACTGG AAGGTCTGAA GTCCTGCCAC
421 AGCAGGCCTTC GCAGGACCGC TGGATGGAAT GTCCCTAIAG GGACACTTCG TCCATTCTTG
481 AATTGGACGG GTCCAGCTGA GGCCATTGAG GGAGCTGTGG CCAGGTTCTT CTCAGCCAGC
541 TGTGTTCCCG GTGCAGATAA AGGACAGTTC CCCAACCTGT GTCGCCTGTG TGCGGGGACA
601 GGGGAAAACA AATGTGCCTT GTCCTCCCAG GAAGCGTACT TCAGCTACTC TGGTGCCTTC
661 AAGTGTCTGA GAGACGGGGC TGGAGACGTG GCTTTTATCA GAGAGAGCAC AGTGTTTGAG
721 GACCTGTCAG ACGAGGCTGA AAGGGACGAG TATGAGTTAC TCTGCCCAGA CAACACTCGG
781 AAGCCAGTGG ACAAGTTCAA AGACTGCCAT CTGGCCCGGG TCCCTTCTCA TGCCGTTGTG
841 GCAGCGAAGTG TGAATGGCAA GGAGGATGCC ATCTGGAATG TTCTCCGCCA GGCACAGGAA
901 AAGTTTGGAA AGGACAAGTC ACCGAAATTC CAGCTCTTTG GCTCCCCTAG TGGGCAGAAA
961 GATCTGCTGT TCAAGGACTC TGCCATTGGG TTTTCGAGGG TGCCCCCGAG GATAGATTCT
1021 GGGCTGTACC TTGGCTCCGG CTACTTCACT GCCATCCAGA ACTTGAGGAA AAGTGAGGAG
1081 GAAGTGGCTG CCCGGCGTGC GCGGGTCGTG TGGTGTGCGG TGGGCGAGCA GGAGCTGCGC
1141 AAGTGTAACC AGTGGAGTGG CTTGAGCGAA GGCAGCGTGA GCTGCTCCTG GGGCTCCACC
1201 AGAGAGGACT GCATCGCCCT GGTGCTGAAA GGAGAAGCTG ATGCCATGAG TTTGGATGGA
1261 GGATATGTGT ACACTGCAHG CAAATGTGGT TTGGTGCCTG TCCTGGCAGA GAACTACAAA
1321 TGCCAACAAA GCAGTGACCC TGATCCTAAC TGTGTGGATA GACCTGTGGA AGGATATCTT
1381 GCTGTGGCGG TGGTTAGGAG ATCAGACACT AGCCTTACCT GGAACTCTGT GAAAGGCAAG
1441 AAGTCCTGCC ACAGCGCCGT GGACAGGACT GCAGGCTGGA ATATCCGCAT GGGCCTGCTC
1501 TTCAACCAGA CGGGCTCCTG CAAATTTGAT GAATATTTCA GTCAAAGCTG TGCCCCTGGG
1561 TCTGACCCGA GATGTAATCT CTGTGCTCTG TGTATTGGCG ACGAGCAGGG TGAGAATAAG
1621 TGCGTGCCCA ACAGCAACGA GAGATACTAC GGCTACACTG GGGCTTTCCG GTGCCTGGCT
1681 GAGAATGCTG GAGACGTTGC ATTTGTGAAA GATGTCACTG TCTTGCAGAA CAGCTGATGGA
1741 AATAACAATG AEGCATGGGC TAAGGATTTG AAGCTGGCAG ACTTTGCGCT GCTGTGCCTC
1801 GATGGCAAAC GGAAGCCTGT GACTGAGGCT AGAAGCTGCG ATGTTGCCAT GGCCCCGAAT
1861 CATGCCGTGG TGTCTCGGAT GGATAAGGTG GAACGCCTGA AACAGGTGIT GCTCCAGCAA
1921 CAGGCTAAAT TTGGGAGAAA TGGATCTGAC TGCCGGGAGA AGTTTTGCTT ATTCCAGTCT
1981 GAAACCAAAA ACCTTCTGTT CAATGACAAC ACTGAGTGTC TGGCCAGAGT CCATGGCAAA
2041 ACAACATATG AAAAATATTT GGGACCACAG TATGTCGCAG GCATTACTAA TCTGAAAAAG
2101 TGCTCAACCT CCCCCCTCCT GGAAGCCTGT GAATTCCTCA GGAAGA CCGAAGAAGA
2161 TGGCCCAGCT CCCCAAGAAA GCCTCAGCCA TTCACTGCCC CCAGCTCTTG TCCCCAGGTG
2221 TGTTGGGGCC TTGGCTCCCC TGCTGAAGGT GGGGATTGC

4 hLF cDNA %8 F 7
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Fig. 4 cDNA nucleotide acid sequence of human lactoferrin gene
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Cloning and Sequence Analysis of Human Lactoferrin ¢cDNA

SHU Jian-hong',PAN Zhi-fang’,ZHENG Yue-mao',

SHI Yu-qiang',ZHANG Yong'
(1 College of Animal Science und Technology, Northwest A &. F University,Yungling ,Shaanzxi 712100.China;
2 Department of Weitung Medical College ,Weifung,Shandong 261041,China)

Abstract :Human lactoferrin (hLF) ¢DNA fragment about 2 259 bp nucleotide acids in length was ob-
tained through RT-PCR from human mammary cancer tissue. The PCR product was cloned into pMD 18-T
vector. The fragment was sequenced and analyzed. The gene homology of the fragment obtained in this
study was 99.73%,82.19%,81.79% ,and 87. 28% respectively comparable to that of the reported lactofer-
rin ¢cDNA sequence of human, mouse,cow,and goat in GenBank. The Sequence was aligned with human
lactoferrin ¢cDNA in GenBank,and the result suggested there were five allele mutation sites and one unrec-
ognized mutation site. So the human lactoferrin cDNA was cloned successfully,and the sequence number in
GenBank was AY165046.

Key words:human lactoferrin gene; RT-PCR ;clone;mammary cancer



