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Table 1 Name,origin and possible classification of cultivars,strains and F,
¥4 BEERER S * Fg RREENY * W
No. Cultivars or code name Origin No. Cultivars or code name Origin
1 #EMH M Yiduyingua 1% Shandong 12 MEE 2 Xiaoshubailangua 1F#t Gansu
2 Wew H 4 Japan 13 2-14B-6 f1i% Slf-bred
3 T & % Hetaomi H ¥ # Neimenggu 14 %£EA 2K Honey dew £W USA
i % 1 Tiedanzi Hi#t Gansu 15 K 2 JK 73-2 Bailangua 73-2 H % Sell-bred
5 2-35B-1 H & Japan 16 P-1 Cantaloupe ¥4 USA
6 98Y-2 B ik Self-bred 17 HM Cantaloupe Fh USA
7 B % 3 5 Huanghemi-3 B % Sell-bred 18 93-B-1 1% Seclf-bred
8 2 J5 Huanghou ¥ Xinjiang 19 98Y-2x 2-23A-5
9 2-23A-5 FE USA 20 HM x /i £ % HM x Hetaomi
10 1-8B-1 H A& Japan 21 98Y-2XP -1
11 2-18A-2 Hi% Sell-bred 22 98Y-2 X B 7 98Y-2 X Huanghou -

BB (R R 4~8 (UA TR HEHR LA EF -8

Note: The varieties ,strains self-cross 4—8 generations,all characters were regular.
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Table 2 Numbers of DNA fragments amplied with 22 primers in 22 cultivars or strains

B#L31 9 51 RAPD fi & 2 B0 BRI A/
Random primers Sequence RAPD loci Polymorphic loci RE D
polymorphic loci
OPCo2  S$61 TTCGAGCCAG 3 3 100. 00
OPCl0 S69 CTCACCGTCC i2 10 83. 33
OPFol  S121 ACGGATCCTG 9 6§ 66. 67
OPFo2 8122 GAGGATCCCT 11 9 81. 82
OPF03 S123 CCTGATCACC 10 6 60. 00
OPFol  Si24 GGTGATCAGG Q 7 77.78
OPF05  S125 CCGAATTCCC 11 7 63. 64
OPFo8 Sr2s GGGATATCGG 8 5 62. 50
OPF13 S133 GGCTGCAGAA 8 6 75. 00
OPF15 8135 CCAGTACTCC 7 5 71.43
OPF16 S136 GGAGTACTGG 9 6 66. 67
OPI17  S137 AACCCGGGAA 9 7 77.78
OPE02  S142 GGTGCGGGAA 9 6 66. 67
OPE0OY  S144 GTGACATGCC 11 9 81. 82
OPE06  $146 AAGACCCCTC 10 9 90. 00
OPE07  S147 AGATGCAGCC 6 4 66. 67
OPE08  S148 TCACCACGGT 10 9 90. 00
OPE12 S152 TTATCGCCCC 3 6 75. 00
OPE114  S151 TGCGGCTGAG 10 9 90. 00
OPE18  S158 GGACTGCAGA 8 6 75. 00
OPE1Y  S159 ACGGCGTATG 3 6 75. 00
OPE20 8160 AACGGTGACC 6 5 83.33
it Total 189 143
¥-E) Average 8.6 6.5 75. 66
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Fig.1 Cluster analysis of dendrogram of 22 melon cultivars or strains genotypes constructed from RAPDs
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W3 JOREREE M ABEERDSHREL  FMRSHEREERTIHE. TIEEXETENR
SEAMEBMERAFEXH MM ARYREESRL G, WMEEA2LBMAE2R 73-2 AEKREH
REMIRERLAN R ZOSE-BEHH ST HEERO LS, A K ZE M HER
HHRES RECERBRHEMBOFERRAOR, BEMEEEUARE EMURXE.
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B2 504 OPC02(a) OPFO2(b)xt 22 MEM B (RO)MT ML R
1~22. BABEK . Wew  IE R Bk T ,2-35B-1,98Y-2, R H 3 S, 8)5.2-23A-5.
1-8B-1,2-18A-2, M EH 2 K, 2-14B-6, £ B {2 /R, 9 2 /K 73-2,P-1,HM,
93-B-1,98Y-2X2-23A-5 , HM X /I EH ,98Y-2 X P -1,98Y-2 X &5 ;M. DNA marker
Fig.2 PCR amplified patterns by OPC02 (a) and OPF02 (b) primer in 22 melon cultivars or strains

1—22. Yiduyingua, Wew, Hetaomi, Tiedanzi, 2-35B-1,98Y-2,Huanghemi-3,Huanghou, 2-23A-5,
1-8B-1,2-18A-2,Xiaoshubailangua, 2-14B-6 ,Honey dew,Bailangua?73-2,P-1,HM,93-B-1,
98Y-2Xx 2-23A-5,HM X Hetaomi.98Y-2 x P -1,98Y-2 X Huanghou; M. DNA marker

#£3 2/WAAKMBFONBEER

Table 3 Characters of 22 cultivars or strains in field

¥R The characters of fruit )} Leafl
A o
ns RE Peel EES WG AE/m Lk
0. $m_1/8 o R#& 87 (g+kg-") Flash Flash g ﬁﬂ jt.”‘ ('!'OW‘h
Weight B BE/mm Ne1 Shape Soluble colour thickess Texture Colour  Size vigour
Colour Thickess solids
plig AL . [N . % %
! 560 RAYW >1 0 Oval 1z  ARWG 2.0 Crisp P BG pridling Middling
piig L . 4 . g h &
2 340 aw > 0 Round 152 REWG 1.8 Crisp  F® B praaling Middling
- ! . ¥ [ £79 k] %
3 1450 MRCGY 4 0 Qu M5 WAYW 3.2 Soft ™G Middling Middling
. 15 i ® - % h%
4 1000 HEGY 4 O  Round 110 REYW 3.2 soft G Middling Middling
5 B ® % k]
8 850 rY 3 0 Round Ho  KEYW 3.0 Soft  ®C  Middiing Middling
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2% 3 Continued Table 3
Bk The characters of fruit o B Leaf
k2 gt
eight B JEE/mm Net Shape Soluble colour thickess Texture  Colour Size vigour
Colour  Thickess solids

6 2075 ®BY 5 ++ Rond 1o REWG 40 clfsp 8#G Mgﬁng Stzfng
7 2500 ®Y 5 0 R 140 EEYW 4.0 o #e M:fi‘d%ng Sti%ng
8 250 mEGY 6 ++ A 130 #EO 48 f‘ﬁ.ﬂﬁ, ®G Bjicg S?}ogfg
9 1230 aw 4 ++ R(E]nd 14 2 ®G 4.2 Sﬁ't 86 Mfﬁng Micsd%ng
10 1200 aw 4 0 RO‘%]n d 135 #G 3.5 Cﬁp 8G Mzﬁng Mfﬁﬁ,g
1 2300 HEHRR o ZB w0 mavw s o ®OC M:ﬁng Mjﬁng
12 2150  EHAYW 5 0 ko 70 LAY 4.0 sikn G Mgﬁng Mifﬁng
13 1816 Hw 5 0 Rond 13 4 RG 4.5 Sf:ft 86 Mi?;dﬁng Stfng
14 2165 AW 4 0 %ﬁ 13 2 %G 8.6 S?f[ ®G Miﬁ%ﬂg Stffng
15 2358 AW 5 0 ﬁ?ﬁ{?} 118 ®G 3.9 s?n 26 M:ﬁig Stzfng

16 s &G 4 +++ B o gmo s X mgec BN B

17 1200 HEGY 4 +++ B s @mo s X omasc O B
18 600  EAYW > 0 %ﬁ'{ﬂ 135  RE/WG 2.0 c?gp W4 BG Mgﬁng M;'i]d%ng
19 2451 Y 5 ++ Ro'%'nd 148  REWG 4.5 an RG Msﬁng St?’%ng
20 1595 RHGY 4 ++  HE 125 #®RO 3.9 & &G Mi‘rﬁng Mi?ijd%ng
21 2500 @EGY 5 +++ A0 meo 45 K ¢ Mfﬁig Mﬁﬁng
22 2500 BREGY 6 ++ gv 12 0 wHO 4.5 cfip G %é\‘ Srzfng

MOk 0 AR+ AL+ + + A RAES .

Note:In net density,0 means smooth; 4+ means light net; ++ + means dense net.
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Genetic relationship analysis of melon by RAPD marker

ZHANG Jian-nong,ZHAO Jian-hua, Ll Ji-hong,CAO Zi-yi

(Gansu agricultural university, Lanzhou 730070,China)

Abstract ; Twenty-two melon varieties were used to analyze genetic diversity by RAPD marker. Results

showed that 189 DNA bands were amplfied with 22 random primers,of which 143 were polymorphic. An

average proportion of polymorphic loci was 75. 66 %. Twenty-two varieties and inbreds were classified into

two sub-groups ,which were thick-peel melon and thin-peel melon. The cantaloupe was far from others a-

mong thick-peel melons. And then hetaomi,huanghou,and the rest melons were classified into sub-groups.

This result approached the classification of the traditional method according to characters in field.

Key words ;melon;genetic relationship RAPD;cluster analysis



