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2238 5 MK A5 i 15 o B A3 IR 37 4~ SSR
ISR DB 4 S Rak EH 44 SSR fRidsh K
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1.3 RBAX

HiEEF AR DNA BECR A CTAB &M, ¥
EEARK DNA R, AOM T 12 KR ekt
A SSR 3| Y xt Kt 47 PCR ¥ 3. Bk 15 pl B
RIWERN 9. 98 pl. TEMAK,1. 5 pl. 10XPCR
buffer (500 mmol/I. KCl, 100 mmol/I. Tris-HCl,
pH 9. 0, &4 # 1% Triton X-100),1.0 pl. 20
mmol/L MgCl,; 0.4 pl. dNTP (dATP, dCTP,
dTTP,dGTP £ 25 mmol/L),0.5 pl. WE X 4.5
pmol/L B 1E 71 51 ¥ # &L ] 51 47,0. 12 pL 5 U/pl
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Taqase (Promega A& Hi&h),1.5 pL 20 ng/ul. B
#ii DNA, H MJ Research 2+ & & =1y PTC-100
PCR ¥ 3% { % K& B & & # 17 PCR ¥ 4% ,PCR ¥

BFEH.94 CHIAM 5 min; 94 CEH 455,55 Ciik
K 45,72 CHEM 1 min,#HFT 35 MEH: BG,72
C#E{# 10 min,
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Table 1 37 pairs of rice SSR primers used in the experiment

Bufa ik KB SSR3IHS Btk KFESSR5I1H &
Chromosome No. of rice SSR primer Chromosome No. of rice SSR primer
1 RM5,RM140,RM237 7 RM2,RM11,RM295

2 RM18.RM48,RM166 8 RM42,RM80,RM126
3 RM114,RM143,RM293 9 RM160,RM242,RM321
4 RM127,RM131,RM185,RM280 10 RM171,RM222,RM239
5 RM26.RM163,RM169 11 RM202,RM206,RM229
6 RM3,RM111,RM162 12 RM17,RM19,RM20

PCR ¥ 5 )G . % PCR #4795 3 &
By bR v KRR B 15 % R REHE-400, (R R
S E0. 03 IRERIE K5 $ 0. 3% —H X F FF,
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T AR AT 30 6 00 25 1 3R P o4 e e o R JBE L 3K 2
~3h, BERRPEE,. Gt HTYHHR.,
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Fig.1 Result of PCR with RM80 in Sanya and Qionghai common wild rice populations
M. Marker;1—11. Common wild rices from Sanya;12—22. Common wild rices from Qionghai
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2.2 SSRUREFRBN=TABHFINTERSH®
SR

2.2.1 SSRAz%28 %4554 AHRREH,SSR
NAEHEESEERLEBERPRNEEEN
81.081 1% MEZTWHEHEBEBHIHNWELSER
%91.891 9%,

2.2.2 SSRUEEHARKASWLSN HHIREBE
ANSSR S EHBHN =V EEFALABERPOU
] 7% & ¥t (Direct Count Heterozygosity) & H 7E
Hardy-Weinberg Vi € &4 TR BB & #
(Expected Heterozygosity) &5 JE ¥ 2% & #: (Unbi-
ased Heterozygosity), 558 FE .8 SSR fii H1E
YRR EFEBER DA
BREM HERAEH EREXESHEARR. EHE
¥ EHERBERDSSREMMBERLESHN
0. 000 0~1..000 0, ¥ fi & RM80,RM127 M
# 4 PR 0.000 0,3 & RM293,RM185,RM162,
RM19,RM202,RM229,RM295,RM242 ) X% %% 2%
AR 1,000 05 76 = .3 i BF A= #8 /& ¥, SSR
LR 72 &R 0.000 0~1. 000 0, H H i 5
RM169 9 W% #& & £ & 0. 000 0, fi & RMS5,

RM280,RM293 fWLEEZ & 44 1. 000 0, 76 5l &
i B A R F = ¥ B A RS FE B, SSR AL By 2
WA R K 0. 086 8~0. 500 0 1 0. 165 3~
0.739 7,3EfR¥: 24514 51K 0. 090 9~0. 558 4 #0
0.1732~0.774 9, MBWHREH HiE % ER
HHAME=Z T ERTAREEPNFEHMES N
0.565 1,0.444 9,0.466 1, XHIF L EIFEREH
£ 48 W S £ {8 (0. 409 7,0. 205 7,0. 267 O) &, Aif
RERB/R,SSRMUAEFEHPHFEEFRRAMNE
R AEACSUEXENABERFPNERBERAE
RS EFEBERPHE.

2.3 WiHEFEBOBEXR

2.3.1 $BBAB/GBHEESH BEHEER
BTEBESERZE. MRS A K6 F S
KR BB ERR . MEAMRETREE. B
# Nei" B EEEAR TEREBN =T %E
MARMEZH N BREERMER 2R, R 2T
M EEEEFEABZEABEERRY 0.000 0~
0. 250 0,F-4 0. 069 8; = W ¥ 38 Bf 4= R Z [R] A9 32t
{EBE B M 0. 039 0~0.630 9, %K 0.293 4, HF
MR ZE R RSB R & 0.531 8~0.719 0,

%2 ZESHEWEFEREN 22 P KkBMEOBEENSE

Table 2 Matrix of genetic distance among 22 individuals from Sanya and Qionghai populations

A&
Indi- ! ? 3 4 5 6 7 8 9 10
vidusl

12 13 )f] 15 16 17 18 19 20 21 22

1 *Ex

20,0390 x«x

3 00814 D.ue8Y v x

4 01892 0.12905 0.0783 5 x

SO MAMU2 0285 02489 (U764 €k ¥

6 0.4090 0,4005 0.4188 0.4099 0.299¢ » % =

7 00817 0.0799 0.0914 0.1537 0.2780 0.3150 = »

8 0.2841 0.3033 0.2938 0.2513 0.3592 0.3183 0. 1876 » «»

9 03135 03067 0.3232 0,266 1 0.1000 0.2023 0.2254 0.2301 » « *

100 0.3267 0.3460 0.3364 6.2783 0. 1996 0.1912 0.2498 0.1619 0.1096 » = #

17 04731 0.4923 0.5136 0.5804 0.5949 0.4900 0.5038 0.6309 0.571 ] 0.523 1 ¢ #

12 0.6905 0.6395 0.5644 0.6155 0,6471 0.6337 0,587 0 0.6489 0.6395 0.674 0 0.5924 » » »

13 0.7190 0.6655 0.5881 0.6403 0,6736 0.6252 0.578 4 0.8403 0.6310 0.6655 0.6162 0.0436 « % #

14 0.7190 0.6655 0.5881 0.6403 0.6736 0.6252 0.5784 0.6403 0.8310 0.6655 0.6162 0.0085 0.0351 » + «

15 0.6714 0.6562 0.5811 0.6322 0.6638 0.586 % 0.5714 0.5899 0,590 6 0.6229 0.5779 0.0167 0.0603 0.0252 «* « »

16 0.6989 0.6146 0.5416 0.5917 0.6216 0.6421 0.5631 0.657 3 0,647 8 0.6824 0.6009 0.0255 0.0520 0.0170 0.0422 * » %

17 0.6093 0.6109 0.5839 0.5524 0.6371 0.6384 0.5403 0.536 1 0.6286 0.5935 0.594 9 0.2189 0.118) 0.2331 0.2356 0.2500 * » »

18 0.6725 0.6227 0.5487 0.5993 0.5967 0.554 9 0.5389 0.5833 0.5582 0.5899 0.5767 0.0886 0.0436 0.0800 0.0869 0.0786 0.2189 «+ » ¢

19 0.6809 0.6311 0.5571 0.6077 0.6555 0.6099 0.5473 0.6077 0.6146 0.6479 0.5393 0,034 2 0.0610 0.0256 0.033 6 0.0253 0.2386 0.0606 « * »

20 0.6632 0.6146 0.5416 0.5917 0,6384 0.5941 0.5318 0.607 7 0.5983 0.6311 0.5696 0.0255 0.0520 0.0i70 0.0251 0.01868 0.227 3, 0.0606 0.0084 = » »

21 0.6714 0.6562 0.581 1 0.6322 0.6812 0.5716 0.5401 0.584 2 0.574 8 0.606 6 0.5779 0.0388 0.0603 0.0252 0.0165 0.0422 0.2356 0.0689 0.0166 0.0083 » v o

22 0.6632 0.6146 0.5416 0.5917 0.6384 0.5941 0.5318 0.6077 0.5983 0.631 1 0.5696 0.0255 0.0520 0.0170 0,025 0.0168 0.227 3 0.060 6 0.0084 0.0000 0.0083 » » #

TEex » w032 IF — 3% 5 BF 4 A8 o B 0 1 4 BE A, R 0. 000 0,

Note: * * * represents the gentic distance between the same wild common rice indivicual with value 0. 000 0.

2.3.2 AR4AFLBGRESH H UPGMA
(Unweighted pair-group method with arithmetic
mean , 3 R S B AE AL AL A 8O X Wi a4 22 4y i
BRAERM BRI TREHN.ERME 2 Fim. i
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18,
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Fig. 2 Cluster analysis of 22 common wild rice individuals from Sanya and Qionghai populations

1—11. Common wild rices from Sanya;12—22. Common wild rices from Qionghai
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Genetic analysis on common wild rice Oryza rufipogon Grifi.

from Qionghai and Sanya by using SSR marker

CHEN Liang-bing'?,ZHU Mei-xia®
(1 College of Life Science und Technology,Guangxi University, Nanning 530004 ,China;
2 Life Science department s Zhoukou Teaching College,Zhoukou 466000,China;
3 Agricultural SchoolHebei Engeering College Handan 056038,China)

Abstract ; The genetic relationship between common wild rices from Qionghai and Sanya in Hainan were
studied by using 37 SSR markers. The result of the study showed that SSRs had more genetic variability in
Sanya population than that in Qionghai. Based on cluster analysis,common wild rices in Qionghai and in
Sanya were clustered together respectively at 0. 638 5. These results showed that a litter more genetic dif-
ferentiation existed between common wild rices in Qionghai and Sanya.

Key words :common wild rice ;genetic distance ;genetic differentiation ; SSR marker



