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1 TK GenB ank
Tablel GenBank accessionNo of TK gene of herpesvirus
A bbreviation Full nane A ccession A bbreviation Full nane A ccession
LTV 632 strain S83714 HHV -2 Human hempesvirus 2 786099
LTV Thorme strain D 00565 HHV -3 Human hempesvirus 3 N C-001348
L TV Beijing E2 strain A F435453 HHV -4 Human hempesvirus 4 NC-001345
BHV -1 Bovine hempesvirus 1 N C-001847 HVT Hemesvirusof turkey A 06151
EHV -1 Equine hepesvirus 1 N C-001491 MDV -1 M arek'sD isease virus type 1 D 13956
EHV -2 Equine herpesvirus 2 N C-001650 MDV -2 M arek'sD isease virus type 2 AB 049735
FHV -1 Feline hempesvirus 1 S64566 PRV Pseudorabiesvirus A'Y 217095
HHV -1 Human hemesvirusl A'Y 426828 HV -2 Saimiriine hempesvirus 2 N C-001350
LTV FHV -1 ) ( HHV-2,HHV-
, TK 4 SHV-2 ),
3 3 , 17 3 , LTV M DV HVT
3 ( LTV ,MDV ,
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7] l FHV-1
HHV-3
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126.9 HHV-4
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4% B #/cM
Nucleotide substitutions (100 X)
3 17
Fig 3 Phylogentic tree of 17 herpesvirus TK genes
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632 TK , 15 1%, 25 6%, 25 9%, 23 5%, 26 5%, 21 3%,
98 9%, 4 , 30 4%,28 4% 24 5%
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: 97.8% LTV TK (DRH-) TK
BHV -1, EHV -1, EHV -2, ATP (DGX XGX GK-)

FHV -1, HHV -1, HHV -2, HHV -3, HHV -4, HV T,
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Fig 4 The highly conserved amino acid residues in the TK protein of L TV and other alphaherpesviruses
A. ATP binding site; B. N ucleotide binding site
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Cloning, sequencing and function analysis of the thymidine kinase gene and
its protein of infectious laryngotractheitis virus Y antai strain

L IUW en-bo', ZHOU Bin*, HUANG Bing"?, ZHANG Xiu-mei’, ZHANG Su-fang', CHEN Pu-yan'
(1 Key laboratory o A nimal D iseasesD iagnostic and Immunology,M inistry o A griculture,
N anjing A gricultural U niversity,N anjing, J iangsu 210095, Ching;
2 Institute f Poultry Science, Shandong A cadeny o A gricultural Science, J i nan, Shandong 250023, China)

Abstract: A pair of primers flanking the TK genew ere designed according to the published nucleotide
sequence of the L TV U SA 632 strain The thymidine kinase (TK) gene of thew ild Chinese L TV Y antai
strain w as obtained by polym erase chain reaction and the PCR productsw ere cloned into pM D 18-T vector
and the nucleotides of the TK genew as sequenced By analyzing w ith DNA Star oftw are,w e found that
the homology of the TK gene and the deduced anino acid of L TV Yantai strain with that of LTV U SA
632 strain, England Thorne strain, Beijing E2 strain, BHV -1, EHV -1, EHV -2, FHV -1, HHV -1, HHV -2,
HHV -3, HHV -4, HV T,M DV -1,M DV -2, PRV and SHV -2 were between 24 6%- 99 5% and 15 1%-
98 9%. The results show ed that the TK genew as very conserved among different L TV strains, but very
low betw een different herpesvirus

Key words infectious laryngotractheitis virus Y antai strain; thym idine kinase gene; homology analysis



