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Fig 3 Sequence of nucleotide and predicted amino acid of ED SV hexon gene
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Cloning and sequence analysis of hexon-encoding gene
of egg drop syndrome virus

L 1Y in-ju*®W U Ting-cai’, CHENG Xiang-chao,W U Zhi-m ing’>, ZHANG Chun-j ie"
(1 College d Animal Sci-Tech, H enan U niversity d Sci-Tech,L uoyang, H enan 471003, China; 2 College o V eterinary M edicine N anjing A gricultureU niversity,
N anjing, J iangsu 210095, China; 3 H enan V eterinary Pervention and Control Station, Zhengzhou, H enan 450002, China)

Abstract: Hexon-ecoding protein gene of egg drop syndrome virus (EDSV ) was amplified by touch-
dow n PCR (TD-PCR) andw as cloned into pM D 18-T vector. The recombinant plasnidsw ere identified by
digested restriction endonuclease and PCR. T he sequence analysis show ed that the nucleotide sequence of
hexon protein genewas 2 74 kb and encoding a protein of 910 amino acids, 11 anino acidsw ere different
from the hexon protein sequenced from the H indIll-D fragnent of egg drop syndrome virusAA -2 strain
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