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Tablel M utation types, numbers and percentage of mtDNA D -loop nucleotide polymorphic sites
in Y anbian cattle and Korean cattle

Y anbian cattle Korean cattle
M utation type /% /%
N umber Percentage N umber Percentage
T<C 8 47 06 5 50 00
Transition A =G 4 23 53 4 40 00
A <C 2 11 76 0 Q 00
Transversion GeC 2 11 76 1 10 00
C 1 5 88 0 Q 00

Insertion/deletion
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Dynamic study on the contentsof Zinc in different tissues of Gushi chick

JIANG Rui-rui, KANG Xiang-tao, SUN Gui-rong, HAN Rui-li,L | Guo-xi,

HUANG Y an-qun,WANG Yan-bing,L IM ing, SHA Ji-ding
(College d Animal Science, H enan A gricultural U niversity, A gricultural B iotechnology Opening L aboratory
d H enan Province, Zhengzhou, H enan 450002, China)

Abstract: The contents of Zn in ten different tissues (breast muscle, leg muscle, liver, kidney, heart,
pancreas, shankbone, phalange, metatarsus, bursa cloacalis) of Gushi chicks were determined by atom ic
absorption gectrophotometry and the data were analysed with ANOVA. The results show: (1) the
ocontents of Zn in heart is not significantly different goingw ith thew eek-age (P> Q 05),w hile the contents
of Zn in liver is significantly different (P < Q 05), and the contents of Zn in kidney, pancreas, bursa
cloacalis, breast muscle, leg muscle, shankbone, m etatarsus, phalange are terribly significantly different (P
< Q 01); (2) Since the second w eekend, the contentsof Zn in bones, pancreas, bursa cloacalis are higher,
lower in muscle, and lowest in breast muscle (3) the contents of Zn in bursa cloacalis, breast muscle,
kidney and pancreas decrease gradually, and the change of the contents are terribly significantly different
(P< Q 01). The contentsof Zn in legmuscle, liver, heart, shankbone, phalange, m etatarsal go up betw een 0
to the 4" w eek, then has a dow ntrend until the 6" w eekend, but the change is not evident

Key words Gushi chick; tissues contents of Zn; dynam ic diversification
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Study of mtDNA D-loop sequence polymorphisn in Y anbian cattle

W ANG Chao-feng', CHEN Hong"? L EI Chu-zhao', SUNW ei-bin®,

DANG Rui-hua', ZHANG Zhi-Qing*
(1 college & Animal Science and T echnology,N orthw estA & F U niversity, Shaanxi K ey L aboratory o
Agricultural M olecular B iology, Yangling, Shaanxi 712100, Ching;
2 Institute of B iotechnology, X uzhou N omal U niversity, X uzhou, J iangsu 221116, China)

Abstract: The complete mitochondrial D-loop sequences, 910 bp in length, in 4 individuals from
Y anbian cattle and 4 individuals from Korean cattle cited from GenBank w ere analyzed T he results show ed
that comparionsof these 8 sequences revealed 8 m itochondrial haplotypes and the percentage of haplotype
was 100%, show ing that abundant mitochondrial genetic diversity exists in Yanbian cattle and Korean
cattle cattle breeds Comparions of these 4 sequences from Y anbian cattle revealed 17 polymorphic sites,
w ith the percentage of 1 87% of 910 bp. Comparisons of the 4 sequences from Korean cattle revealed 10
polymorphic sites, with the percentage of 1 10% of 910 bp. And 3 types of mutation, transition,
transversion /insertion w ere observed and transition was the major type of mutation The percentage of
homology of mtDNA D-loop was very high, up to 98 90%- 99 67% between Y anbian cattle and Korean
cattle, revealing close genetic relationship betw een Y anbian cattle and Korean cattle

Key words Y anbian cattle; Korean cattle;mitochondrial DNA D -loop; polymorphisn; haplotype



