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Themolecular technigues of diagnosis used in take-all disease

W ANGM ei-nan, SHANG Hong-sheng
(Plant Protection College,N ortwestA & F U niversity, Yangling, Shaanxi 712100, China)

Abstract: T his article review s and summarizes themain molecular biology techniques used in the diag-

nosis and identification of take-all disease in recent years, and discusses the feasibility of the molecular

techniques in the plant disease diagnosis
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