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Table 1 Comparisn of nucleotide and anino acid homology of V P2 segnent of BDV

HN 01 U K661 OKYM HK46 52-70 V arsint-E CU-1
HN 01 99 8 99 8 99 8 98 9 96 6 97 4
U K661 98 3 99 1 99 1 97 4 9% 2 97 3
OKYM 98 6 99 1 99 5 97. 8 96 3 97. 7
HK 46 98 7 98 6 98 8 97. 8 9% 3 97. 7
52-70 95 9 95 2 95 4 95 6 9% 9 98 4
V ar-
Sint-E 95 3 94 8 95 1 95 3 9 6 97. 0
Cu-1 95 5 95 2 95 4 95 5 97. 4 96 9
Note N ucleotide similarity ison left and anino acid similarity ison top row.
24 U K661 , G9201 UK®66l
HN 01 17 BDV VP2 ,
210 382 , , HN 01 2
5 HN 01 G9201 HK 46 OKYM
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Table 2 Detemination of virulence of HN 01 strain

/% M ortaliy rate

Inlated strain ED%0 SPF V irulence detem inant
SPF chicken Commercial chicken
Henan AL o1 1087 78 56 V ery virulent
3 HN 01
,HN 01
20 80 U K661 OKYM
, 90 , HK 46 ,
, 98 3%, 98 6% 98 7%;
, BD 99 8% VP2 U K661, HK46,0KYM
vv BDV vv BDV 1 , 52-70,V ariant-E, CU -1
. 6,15 12 , 52-70 )
BD , , V ariant-E ,CU-1
,HN 01 4 SPF , HN 01
100%, 75% 56%,
, 3 4d, 5 vwvBDV V P2
, , 3 4d , (Y ywBDV VP2
7 10d : ,249 254 Q
, ; ) G, K S ;
, HNO1 , SN SGSA S , 2719 284
Takase F539 DV 86 D A, N T, BDV
(CAM ,AS,YS) SPF , CAM ; , 222,294 299 3
JAS ,YS ; , A, S 3
vv BDV ;
HN 01 , HN 01 VP2 ,
CAM 9 SPF , 48 72h , HN 01
, vv BDV vv BDV
3 ( ) : BDV
: 72 96 h 281 Bpv

HN 01



2 HN 01 37
VP2 BD )
,HNO1 '
vv BDV ,
vv BDV ,
vv BDV
[ ]
[1] Fashey K J,Erny K, CrooksJ A com form ational im munogen onV P2 of infectious bursal disease virus that induces virus-neu-tralizing
antibodies that passively protect chickens[J]. J GenV irol, 1989, 70: 1473- 1481
[2] Reddy SK, Silm A, RatcliffeM J H. Biological rolesof themajor capsid proteins and relationships betw een the two existing serotypes of
infectious bursal disease virus[J]. A rch V irol, 1992, 127: 209- 222
[3] Hirai K, Kavanoto B, Shin A kura S Some properties of precipi-tating antigens associated w ith infectious bursal disease virus[J]. Infect
Immuni, 1974, 10: 1235- 124Q
[4] M undt E,M uller H. Complete nuecleotide sequences of 5'- and 3'-noncoding regions of both genome segments of different strains of
infectious bursal disease virus[J]. V irolpgy, 1995, 209: 10- 18
[5] TackenM G, Rottier P J, GielkensA L, et al Interactions in vivo betw een the proteins of infectious bursal disease virus capsid protein
V P3 interactsw ith the RNA dependent RNA polymerase,V P1[J]. J Gen V irol, 2000, 81: 209- 218
[6] ChettleN J, Stuart J C,W yeth P J Outbreaksof virulent in fec-tious bursal disease in East A nglia[J]. V et Rec, 1989, 125: 271- 272
[7] ) , ;o BDV [J] , 1998, 18: 521- 526
[8] , , . LX [J] , 2000, 26: 13- 15
[9] ) . dRNA [31 , 1996, 19(4): 73- 76
[10] Takase K,Baba GM ,A riyoshiM , et al Susceptibility of chicken enbryos to highly virulent infectious bursal disease virus[J]. JV etM ed
Sci, 1996, 58(11): 1129- 1131
[11] BrownM D, Green P, Skinner M A. V P2 sequences of recent Europeari very virulent’ is olates of infectious bursal disease virusa
reclosely related to each other but distinct from those of* classical’ strains[J]. J Genbirol, 1994, 75: 675- 680
[12] Domitorio T V, Gianbrone J J,Duck L W. Sequnece compar isone of the variable V P2 region of the variable VP2 region of eight
infections bursal disease virus islates[J]. A vian Dis, 1997, 41: 36- 44
[13] Vanden Berg T P, GonzeM ,M prales D, et al A cute infections bursal disease in ponltty: im munologocal and molecular basis of

antigenicity of a highly virulent strain[J]. A vian Pathd, 1996, 25: 751- 768

Isolation, identification and molecular phylogenetic analysis
of infectious bursal disease virus (BDV )
for vv (very virulent) strain HN 01

JIA Yun"®, ZHANG Su-fang', ZHOU Bin',W ANG Xu-dong',
W ANG Chuang-qing’, ZHAO Y u-jun®, CHEN Pu-yan*

(1 Key L aboratory o A nimal D isease diagnosis and Immunology,M inistry o A griculture atN anjing A gricultural U niversity, J iangsu,N anjing 210095, China;

2 Engineering College d A nimal H usbandry and V eterinary Science, H enan A gricultural U niversity, Zhengzhou, H enan 450002, Ching;
3D earment d V eterinary M edicine, Shenyang A gricultural U niversity, L iaoning, Shenyang 110161, China)

Abstract: An isolated strain HN Ol of Infectious Bursal Disease V irus ( BDV ), a sugpected very

virulent strain,w as purified and inoculated into SPF chickens,w hich w ere proved infected 36 h later with
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lethal rate more than 70% and incidence rate 100%. The anatomical diagnosis show ed that pathologic
morphology w as sniliar to field cases, such as hanorrhages in muscle, Glandular stomach and heart, edema
aswell as’ purple grapes bunch-like” facet inBursa The serological ingection, the virulent investigation,
chicken enbryo inoculation molecular biological analysis, and the electron microscopy exan ination all
show ed that the islated was very virulent strain,w hich suggested that therew ere very virulent strains,
different from ordinary virulent, typical and mutated BDV strains in chickens in Henan Province The
analogy ingection on the amino acid sequence of BDV V P2 gene's hyper-variety section w as done,w hich
resulted in a phylogenetic tree, show ing that the evolutional relation between HN Ol strain and vv BDV
strains of G9201 and U K661 is close but the evolutional relation betw een HN 01 strain and HK46,0KYM ,
D 6948,U AVl 92-04, KS is far.

Key words infectious bursal disease virus very virulent strain; ilation and identification; VP2,

sequencing; phylogenetic tree
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Isolation and culture of goat enbryonic gem cells

GE Xiu-guo, HUA Jin-lian,YANG Ji-jian, XU Xiao-m ing,DOU Zhong-ying
(Shaanxi Center & Stan Cell Engineering & Technology,N orthw estA & F U niversity, Yangling, Shaanxi 712100, China)

Abstract: The primordial gemn cellsw ere isolated from 46 goat fetusesw ith enbryonic age from 25 to
38 days The research showed there were many colonies in primary culture One EG cell line maintained
undifferentiation for 6 passages W hen goat primordial gem cellsw ere cultured on different feeder cells,
M EF, GEF and BEF all could sustain goat primary enbryonic gem cells, andM EF w as finer than others
But therewere no significant difference between M EF and GEF (P> Q 05). Goat primordial gem cells
w ere cultured with the medium of 3 different concentrationsof L IF. Therewas no difference in primary
culture (P> Q 05). W hen passed, the group containing ng/mL L IF was finer than others But therew as no
differencew ith the group containing 5 ng/mL L IF (P> Q 05). The group containing 1 ng/mL L IF w as the
worst

Key words goat; enbryonic stem cell; primordial gem cell



