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5 hBM P-2
Fig 5 hBM P-2 nucleotide acid sequence
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cggagattct
cttcaggttt
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MYAGTRCLLALLLPQVLLGGAAGLVPELGRRKFAAASSGRPSSQPSDEVLSEFELRLL
SMFGLKQRPTPSRDAVVPPYMLDLYRRHSGQPGSPAPDHRLERAASRANTYRSFHHEE
SLEELPETSGKTTRRFFFNLSSIPTEEFITSAELQVFREQMQDALGNNSSFHHRINIY
EITKPATANSKFPVTRLLDTRLVNQNASRWESFDVTPAVMRWTAQGHANHGFVVEVAH
LEEKQGVSKRHVRISRSLHQDEHSWSQIRPLLVTFGHDGKGHPLHKREKRQAKHKQRK
RLKSSCKRHPLYVDFSDVGWNDWIVAPPGYHAFYCHGECPFPLADHLNSTNHAIVQTL

6

PCR

hBM P-2

VNSYNSKIPKACCVPTELSAISMLYLDENEKVVLKNYQDMVVEGCGCR

Fig 6 Amino acid sequence of hBM P-2 deduced from PCR product
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Cloning and sequencing of Human BoneM orphogenetic Protein 2

HUA Song', JIA Zhan-sheng’,W U Hao', HU Ben-quan®, Y ANG Rui-feng', ZHONG Y ong*
(1 Institue B io"Engineering,N orthw estA & F U niversity, Yangling, Shannxi 712100, China;
2 Tangdu H ogital, the FourthM ilitary M edical U niversity, Shaanx i, X i'an 710000, China)

Abstract: In order to clone the human bonemorphogenetic protein 2 (hBM P-2), apair of prinersw ere
designed based on the coding sequence of hBM P-2 derived from the GeneBanks (NM 001200). The total
RNA was extracted from the tissue of human placenta The target fragnent was anplified by RT-PCR,
then inserted into cloning vector pM D 18-T and transformed into E ooli strain M 109 T he result of double
restriction endonuclease digestion and the sequencing indicated that the fragment cloned was correct
compared w ith the sequence deposited in GeneBanks, and the homology was 99 9%. Cloning of hBM P-2
gene gives a basis for furher expression study.

Key words hBM P-2, RT-PCR; cloning
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Cloning and sequencing of NA of TRA L from human placenta

ZHANGM ing-feng, TANG Shuang, SONG Hong-wei, ZHANG Y ong
(Institute o B io"Engineering,N orthwestA & F U niversity, Yangling, Shaanxi 712100, China)

Abstract: A cocording to the dMNA sequence of TRA L (TN F-related apoptosis-inducing ligand,
TRA L) derived from the Genebank (U 37518), a pair of primersw ere designed RT-PCR was applied to
amplify thewhole ©NA of TRA L gene TheDNA fragmentw as cloned into pGEM -T Easy vector and
transformed into E. coli DH50 host bacteria N ot I endonuclease digestion and sequencing of selected
positive cloned bacteria were conducted Result showed the whole 1 039 bp dNA of TRAL was
successfully cloned

Key words TN F-related apoptosis-inducing ligand (TRA L ); RT-PCR; sequencing; human placenta



