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Study of RNA interference based on the
target sequening of Smad 7 gene

WANG Ju-ping' ,WANG Ying? , HUO Yan-ying®, GUO Ai-guang', XU Qin-zhi*,ZHANG Kai-tai®
(1 College of Life Sciences, Northwest A & F University, Yangling, Shaanxi 712100, China;
2 College of Basic Medicine, Chongging University of Medical Sciences, Chongging 400016, China;
3 Department of Molecular Toxicology, Institute of Radiation Medicine, Academy of Military Medical Science, Beijing 100850, China)

Abstract : This research intended to investigate the suppresson of SRNA to the expresson of the mRNA of
target gene Smad 7. The SRNAsof Smad 7 gene were prepared by in vitro transcription. BERP35T-2 lung
cancer cell line wastrandent trangected with SRNAsand Smad 7 expresson plasmid ud ng L ipof ectamine 2000
reagent. The expresson abundance of target gene mMRNA was tested with Northern blot hybridization. According
to the coding sequence of Smad 7 gene,we succesfully syntheszed the SRNAs for two different target
sequences in vitro. The result of Northern blot hybridization showed that the expresson abundance of both
endogenous and exogenous Smad 7 mMRNA decreased evidently in BERP35T-2 cells tranfected with SRNAS.
Both regions of 542 - 563 bp and 701 - 722 bp in the coding region of Smad 7 gene are efective target
sequences which can be acted by SRNA. The SRNAs desgned and syntheszed in our research can suppress the
expresson of Smad 7 gene efectively.

Key words:small interfering RNA; Smad 7 gene; in vitro transcription; transent trandection; target
seguences



