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globe conjunctiva) w ere not observed, w hich could be used for limbal stem cells tranglants At the sane
time, the whole corneal limbal epithelium lanella were excised and the center corneal epitheliumswere
erased w ith a svab aked in physiological saline, therew ere 2 rabbits corneal surface presented corneal ep-
ithelium phenotype, and the other 3 presented conjunctiva epithelium phenotype The results are unsure for
experimental use The rabbit's corneas that were removed w ith upper-half of corneal lmbal epithelium
lanella and erased the center corneal epithelium swere trangarent w ith intact corneal epithelium; In the
approach, the corneal and Imbal epithelium swere burned with a cotton svab socked in 1 molA N aOH,
there w ere 4 rabbits corneal stroma happened perforation or ulcer and symblepharon, and the other one
presented corneal epithelium phenotype This is an applicable method to create the pathological model of
corneal Imbal sten cell total deficiency.
Key words cornea corneal limbal stem cell total deficiency; pathological model; rabbits

Synthesis of Epinegphelus coioides grow th hormone gene and
its expression in A rabidgpsis thaliana

XIAO Sheng-ke"?WANG L ei', HU Zhi-qiu*, CHEN Y u-quan®
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Abstract: In order to enhance the expression of Ep ingphelus coioides grow th hormone gene in A rabidap-
sis thaliana, the genew as fully modified by optim izing the codons according to the preferential codon usage
in plants The synthesized DNA fragmentw as cloned into plant expression vector pB 1121 and transformed
into A rabidgpsis thaliana by floral dipping T he transgenic plantsobtained w ere analyzed by PCR and sub-
sequently by Northern blotting, and the results showed that the modified genewas expressed in all the
transgenic plants checked w ith different expression levels The biggest difference in gene expression level
betw een two of the individual transgenic plants reached asmuch as 43 folds
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