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Studies on cloning, sequencing and genetic transformation
of Pagpg (Phytophthora cinnamani polygalac-
turonase) 9 and Pgpg 10

.1 . 2 . 2

GONG Zhen-hui’, Arvid Gotesson“,David A Jones
(1 College & H orticulture,N orthw est Sci-T ech U niversity d A griculture and Forestry, Yangling, Shaanxi 712100, China;
2 Plant Cell B iology, Research School o B iological Science, A ustralian N ational U niversity, Canberra A CT 2601, A ustralia)

Abstract: Popg (Phytgphthora cinnamanmi polygalacturonase) 9 and Pgg 10 genesw ere cloned based
on the studying of the PCR composition and its reaction condition of the genes T he sequence and their ex-
pression vectorsof the genesw ere done and the genesw ere transformed to a yeast line of W 303-1B. Then
the PG activity of transgenic linesw as investigated The genesw ere cloned and the size of Pgpg 9was
1 059 bp and Pcpg 10w as 1 290 bp. The transgenic yeast linesof Pcpg 9 and Pogpg 10 genesw ere obtained
regectively. Popg 9, Pgpg 10 and the control,A npg (A spergillus niger polygalacturonase) [ oould guide to
synthesize the PGs The PG activity of transgenic line of Pgpg 10w as the strongest, and that of the Pcpg 9
gene w as the w eakest W estern blotting results show ed that therew ere different degree glycosylation of
PGsw hich w ere encoded by Pcpg 9 and Pogpg 10 genes

Key words Phytgphthora cinnamani; Pgpg gene cloning; sequencing; genetic transformation; PG activ-
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