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Fig.1 The RAPD patterns of CY31 with primer S1114
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RA PD markersof Puccinia striif omisf. . tritici in China

CAO L i-hua, KANG Zheng-sheng, ZHAO Jie, HUANGL i-1i,W E| Guo-rong
(B iotech Center, College d P lant P rotection,N orthw est Sci-Tech U niversity A griculture and Forestry, Yangling, Shaanxi 712100, China)

Abstract: Rapid identification of the races of Puccinia striif omis f . tritici by molecular technique
w as very important to monitor and controlw heat stripe rust in China In thispaper, five physiological races
of Puccinia striif omis f. . tritici were analysedw ith 210 primers by RA PD technique The ecial RA PD
fragments of CY 31, CY29, CY23 and Shuiyuan pathotype were founded successfully. The results here
indicates that a molecular identification systen for the races of Puccinia striif omis f . tritici in China
could be established through cosnically searching special RA PD fragmentsof different races
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