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Cloning and sequence analysis of PV Il gene of egg drop syndrome virus

ZHANG Chun-jie",W U Zhifm ing®,L 1Y in-ju’, CHENG X iang-chao’,W U Ting-cai'
(L Colleged A nimal Science and T echnology, H enan U niversity d Science and Technology, L uoyang, H enan 471003, China;
2 H enanV eterinary Prevention and Control Station, Zhengchou, H enan 450002, China)

Abstract: PV III protein gene of egg drop syndrome virus (EDSV ) was anplified by touchdow n PCR
(TD-PCR) and was cloned into pM D 18-T vector. The recombinant plasnidsw ere identified by digestion
w ith restriction endonuclease and PCR. T he sequence analysis show ed that the nucleotide sequence of PV III
genewas Q 756 kb and encoded w ith aprotein of 250 amnino acids
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