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Abstract: Based on the similarity of grow th hormone gene in different gecies, two primerswere de-
signed and used to anplify an approximately 2 0 kb DNA fragment by PCR technique from genomic DNA
sample of Boer goat The PCR productsw ere ligated into the AM D-18T vector, and then transformed into
competent cellsof E. coliDHsx« TheDNA sequencing result show ed that the GH gene of Boer goat is 1 951
bp (without primer sequence) in length and contains five comp lete exons T he homology analysisof the GH
gene of sequences by ClustalW <oftw are indicated that the nucleotide sequence homologies of GH gene of
Boer goatswere 98 5% w ith Tokara goats, 97 0% w ithM erino sheep, and 95 4% w ith bovine GH genes
variability of intronsw as greater than exons, the variation of other regions increased w ith the increasing
genetic relationships of gecies,w hich is generally in agreenentw ith themolecular evolution of gecies
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