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Gene cloning and expression of human epidemal grow th factor

W ANG Bao-1i"?,W U Fang-li*, ZHANG Y ong’, GUO A i-guang’

(1 College & L if e Sciences 2 Institute d B io"Engineering, N orthw est Sci-T ech U niversity d A griculture and Forestry, Yangling, Shaanxi 712100, China)

Abstract: Human EGF genew as successfully anplified from human placentaw ith RT-PCR method,

then cloned it into expression vector: pGEX -4t-1(+ ) and pGEX-6p-1(+ ) and shift then to BL 2 (DE3) -
Codon plus™ ,w hich don’t need added progran to lve the coding of rare codons pGEX-4t-1(+ )-hEGF,
pGEX-6p-1(+ )-hEGFw as highly expressed in BL 21 (DE3) -Codon plus™ -RP,BL 21 (DE3) -Codon plus™ -
R L and the recombinant hEGF w as ahout 30% of total protein measuredw ith  S-PA GE
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