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Tablel Primer and nunber of anplied chain
RA PD
M arkers Distribution of polymorphic marker in the population %
Primer %29}13??06 Polymor-
™™ PN 1 2 3 4 5 6 7 8 phyr bands
S26 GGTCCCTGAC 10 8 2 7 7 1 1 3 3 0 80 00
S66 GAACGGACTC 11 9 4 8 5 1 3 4 6 7 81 82
S88 TCACGTCCAC 9 8 3 4 4 4 1 6 5 6 88 89
S214 AATGCCGCA G 12 8 5 3 4 4 1 6 5 2 66 67
S315 CA GACAA GCC 11 7 4 6 2 3 1 5 5 5 63 64
SA453 GTCAGAGTCC 10 7 5 4 4 4 2 4 5 4 70 00

;1 8

Note 1- 8 represents Shandong, A nhui, Beijing, H ebei, Shanxi, Sichuan, Shannxi, X ingjiang regpectively. The follow ing table is the sane
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S214  S71 4
, RA FPD ( 3 9 , ;3

3 S214 8 RA PD-PCR 4 S71 8 RA PD-PCR
M. M arker; 1 ;2 ;3 4 ; M. M arker; 1 ;2 ;3 4 ;
5 ;G A ;8 5 ;6 A ;8
Fig 3 RAPD amplificationw ith primer S214 Fig 4 RAPD anplification w ith
to eight populations primer S71 to eight populations
M. M arker; 1 Shandong; 2 A nhui; 3 Beijing; 4 Hebei, M. M arker; 1 Shandong; 2 A nhui; 3 Beijing; 4 Hebei,
5 Shanxi; 6 Sichuan; 7. Shaanxi; 8 Xijiang 5 Shanxi; 6 Sichuan; 7. Shaanxi; 8 Xijiang
RA PD )
, ( 23
), ( 2 ,  KeyanSoft ( UPGVA
), ) ( 5)
1
2 8 D) )
Table 2 The genetic distance and the genenic smilarity anong eight populations
1 2 3 4 5 6 7 8
1 0 Q 073 Q 024 Q 244 Q 448 Q 180 Q 080 Q 230
2 Q 927 0 Q 058 Q 154 Q 391 Q 029 Q 042 Q 273
3 Q 976 Q 942 0 Q 336 Q 356 Q 165 Q 052 Q 374
4 Q 757 Q 846 Q 664 0 Q 270 Q 203 Q 132 Q 251
5 Q 553 Q 610 Q 644 Q 730 0 Q 350 Q 289 Q 369
6 Q 820 Q 971 Q 835 Q 797 Q 650 0 Q 102 Q 240
7 Q 920 Q 959 Q 948 Q 868 Q 711 Q 898 0 Q 288
8 Q 770 Q 727 Q 626 Q 749 Q 631 Q 760 Q 712 0

Note The genetic distance in upper right corner, the genenic similarity in lower left corner.
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Fig 5 The clustering of natural colony M acrosiphum avenae)

of M acrosiphum avenae
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Genetic polymorphisn in natural populations of M acrosiphum avenae

CA | Feng-huan, ZHAO Hui-yan
(College & Plant P rotection,N orthw est Sci-Tech U niversity & A griculture and Forestry, Yangling, Shaanxi 712100, China)

Abstract: Random amplified polymormphic (RA PD) techniquesw ere apllied to characterize genetic vari-
ations in eight natural populations of M acrosiphum avenae Six primers are selected from 28 primers The
result show ed that the six primers proudued 272 RA PD markes, and smilarity in geographic populations
w as higher than that anong different geographic populations RA PD dataw ere used to analyze the genetic
similarity of M. avenae, the result showed that mean divergence betw een Beijing and Shandong w as only
Q 023 9 The cluster analysis show ed that geographical seclusion couldn’t explain genetic distance, natural
condition’s influencew as important to DNA gene flow of the natural population genetic variation of M. ave-
nae W e suggest that there exists a latitudinal genetic variation in natural populationsof M. avenae

Key wordsM acrosiphum avenae RA PD analysis population genetic variation



