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Relationship between HUM ARA polymorphisn and atherosclerosis

SHU Qing, FENGL ei, ZHANG Su-zhen
(O earment d M edical Genetics, Fourth M ilitary M edical U niversity, X i'an, Shaanxi 710032, China)

Abstract: The ploymorphisn at HUM ARA -STR locusw as studied by PCR in 96 casesof atheroclero-
sisand 92 cases of nomal old people of Shaanxi The result show s that: Repeat base of HUM ARA loci
isCA G M any A lleles ranging from 280 bp to 445 bp were revealed in nomal old people of Shaanxi The
number of repeat base is range from 23 to 77 The heterozygosity of HUMARA was 83%, PIC Q 76

M any A lleles ranging from 220 bp to 445 bp were revealed in A S The number of repeat base is range
from 2 to 77 The heterozygosity of HUMARA was 89%. PIC,Q 8Q There are obviously difference in
distribution of allele frequency betw eenmaleA S andmale control There are obviously differences in distri-
bution of allele frequency between male A S and fenaleA S

Key words HUM ARA gene; atherosclerosis genetic marker
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