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[ ] PCR-Amp-FL P 75 94 (AS) 71
YN Z22VN TR ( variable number tandem repeats)
) YN Z22 29 , 10 , 168 938 bp,
70 4%, (polymorphisn information content, PIC)  Q 84; YN Z222
20 .9 , 168 798 bp, 24%, (PIC) Q 84,
(A9 YN 222 23 ,9
168 728 bp, 24 47%, Q 81
YN z22

[ 1 YNZ22 ; ;
[ 1 Q75 [ 1 A [ ] 1671-9387(2003) 03-0198-03

YN 222 17p 13 3, P53 ,

1 17p Wolf ™
11 70 bp )
TGGA GTCTCTGGGTGTCGTGCTCAGAGT, 75 (
2l 64 74
(VNTR) );
YN Z22-/N TR , 94 ( 50 60
(L ossof heterozygosity,LOH) , : 62 , 32
YNZ22-/NTR p53 );
, VNTR 71 ( 18 30
, 60% YNZ22VNTR , )
15% YNZ22VNTR 12
VNTR-YN Z22 / DNA PCR
PCR- . 5'-CGAA GA GTGAA GTGCACA GG-3'  5'-
VNTR CACAGTCTTTATTCTTCA GCG-3' (
YN z22 ( ) 30 4L, dN TP 200 imol A,
, 25 pmolA , TagDNA (
), YN Z22 ) 2U, DNA 5 pug, 5 i Buffer
, Mg 18, 30 PCR : 97
7min, 95 4min Taq ,55 1
| ] 2002-12-18

[ | (39700165)
[ ] (1962- ), ,



3 YN 7222 199
min, 72 2min, 30 ( 5
94 45 s, 55 45 s, 72 60 s),
72 10 min (PCR PE 480 21 YN Z22
) 2% , 100 bp
DNA L adder ( ) 75 YN 7222
9 , 20 168
13 798 bp,
, ALA2A3 (A allele )
Hardy-W einberg ; Q 0133 Q 260 0, A 4,
X ; A9A11L,A12( 1) 20
(heterozygosity observed, HO) , A 4/A 4, A1A1A2A2,
(polymorphisn infomation content, PIC), 24 0%, (PIC) Q084 1
Cooper ™ 5 8
1 YN 222
Table1l A llele frequency of YN Z22 locus in Youth,Old andA S
/bp Old Youth AS
A llele L ength
NOR Frequency NOR Freqguency NOR Frequency
Al 168 26 Q1733 21 Q1479 61 Q 320
A2 238 23 01533 17 Q1197 32 Q 170
A3 308 21 Q1400 11 Q0775 24 Q 130
A4 378 39 Q 2600 40 Q2817 31 Q 160
A5 448 16 Q 106 7 19 Q1338 18 Q 100
A6 518 14 Q0933 5 Q 035 2 14 Q 070
A7 588 5 00333 10 Q0704 5 Q 030
A8 658 2 Q0133 3 Q0211 2 Q 010
A9 728 0 Q 0000 0 Q 000 0 1 Q 005
A 10 798 4 Q0267 0 Q 000 0 0 Q 000
All 868 0 Q 0000 2 Q0141 0 Q 000
A12 938 0 Q 0000 14 Q0986 0 Q 000
HO Q 240 Q 704 Q 245
PIC Q 84 Q84 Q81
22 YN 722
94
YN Z22 9 168 728
bp, Q 0053 Q 3245,
Al A9 ( 1 23
, A1/A1, A2/A2 A4/AA4,
24 5%, Q 81
23 YNZ22 1 YNZ22UNTR  PCR
71 YN Z222 10 M.M arker; 1 8 PCR
168 938 bp, Fig 1 Productsof PCR of YNZ22«/NTR locus
Q0141 Q 2817, A4, M. M arker; 1 8 Productsof PCR
A9A10( 1) 29 , 24 YN Z22
A 4/A 4, Al/A4 A4/AS,
70 4%, Q 84 1 1 4
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: : 54%  89% {7l
(X’= 30 76, P< Q 01, NOSA ) 14 :
, 56 , 81 35% Harashina
10
83 5% Laszik !
(X*= 17 737 1,P< Q 05) 13 , 51 :
80%
3 71 YN Z22
VNTR ;
) , 10 , 29
, , , PIC Q 84, ,
' , All A12
DNA ) )
DNA , )
s YN z22 AdoAL
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Research on RP-oriented bone CT mage processing

L | Zhan-li,Y AO Guo-peng, NI Jun-feng
(D eparment & Canputer Science and Technology, X i'an U niversity d Science and Technology, X i'an 710054, China)

Abstract: The extraction of bone's contours is the base of bone's 3 -reconstruction and RP prototype
A coording to the features of bone'sCT images and the damand of RP, the paper gives amethod in w hich
the filtration, binarization, bone’s contour extraction and vectorization is done orderly. Theoretical analysis
and experimental study have been done for each step. In bone's CT image processing, the media-filter
method is feasible, and the O stu’smethod w ith maximum variance betw een two classes ismore suitable for
binary image processing

Key words image processing; CT image, contour extraction; rapid prototyping
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A nalysison genetic polymorphisn of YNZ22VNTR
in old and youth population

SHU Qing, ZHANG Si-he, ZHANG Su-zhen,L | Jun-ling
(O eparment d M edical Genetics, Fourth M ilitary M edical U niversity, X i'an, Shaanxi 710032, China)

Abstract: The polymorphisn at YNZ22-VNTR locuswas studied by PCR-Amp-FL P in 71 cases of
Youth, 94 cases of atherosclerosis and 75 cases of nomal old people of Shaanxi Results show that: 29
genotypes and 10 alleles ranging from 168 bp to 938 bp w ere detected in the 71 nomal youth subjects
20 genotypes, 9 alleles ranging from 168bp to 798bp were revealed in nomal old people of Shaanxi The
heterozygosity of YN Z22 was 24%, PIC Q 84 23 genotypes, 9 alleles ranging from 168 bp to 728 bp
were revealed in atherosclerosis cases The heterozygosity of YNZ22was Q 24, PIC Q 81 There is
obvious difference in distribution of allele frequency in o groups (O Id and Youth); and the heterozygosity
of old people decreases obviously. There isobvious difference in the number of genotypes and large alleles
in wo groups  Our results suggest that unstability of YN Z22 locus can be related to senility.

Key words YN Z22 gene old population; senility; variable number tanden repetition



