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RB 01 ggaggagagg RA 02 actccgcagt RB 01 ggaggagagg RB 02 ctggacgtca
RB 03 gagtgcgcag RA 04 ctagctgacg RB 03 gagtgcgcag RB 04 agcacttcgg
RB 05 acggatcctg RA 06 aatcgatacg RB 05 acggatcctg RB 06 ggtctacacc
RB 07 ttagtgcggg RA 08 aaggcggcag RBO7 ttagtgcggg RB 08 ggaagctctc
RB 09 ggacccaacc RA 10 caaagcgctc RB 09 ggacccaacc RB 10 ccgatatccc
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Tablel TheRAPD result of the five goat breeds using the 4 screened arbitrary primers
/bp
. Shaannan Sannon Angora Guanzhong Bore
Primer Fragment w hite goat dairy goat goat dairy goat goat
RA 01 509 + + + + +
619 * (0 4) * (Q 846) * (Q 583) * (Q 8) * (Q 818)
740 + + + + +
851 * * (Q 308) - * (Q 6) -
968 + + + + +
1 069 + + + + +
1201 + + + + +
RB02 570 - - - - * (Q 133)
663 + + - + +
708 + + + * (Q 8) *(Q 6)
782 + + + + +
885 * (02 - - - -
955 + + * (0 818) + +
1 066 + + + + +
1227 - - + - *(Q 4)
1312 + + + + * (Q 533)
1580 + + + + +
2 014 *(Q9) + + + +
RB08 568 + * (0 3) + + +
689 + *(Q7) + + +
837 + + + + +
937 + + + + +
1051 + + + * (Q 8) * (Q 75)
1168 + + + * (Q 8) +
1303 + + + * (0 2) +
1817 - + . - +
RA 09 739 + + + + +
867 + + + + +
985 * (0 3) - - - * (Q 357)
1063 + + + + * (0 857)
1 306 + + + + +
1493 + + + + +
1620 + + + + +
T I oo ,
Note* + " means the goat breed can anplify the fragment, and“ - " means the goat breed can't anplify the fragment® * ” means the

fragment is polymorphic, and the value in the bracket means the polymorphic frequency.
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Table 2 The genetic distance indexes and comparability indexes betw een goat breeds

B reed Shaannan Sannon Angora Guanzhong Bore

w hite goat dairy goat goat dairy goat goat

Shaannan w hite goat * ok Q 050 Q 083 Q 034 Q 095
Sannon dairy goat Q 095 * ok ok Q 067 Q 027 Q 066
A ngora goat Q 917 Q 933 * ok ok Q 051 Q 064
Guanzhong dairy goat Q 966 Q 983 Q 950 * ok ok Q 083
Bore goat Q 905 Q 934 Q 936 Q 917 *oxox

Note The genetic distance indexes betw een goat breeds are at the top right corner; and the genetic coparability indexes are at the other

corner.
3
Table 3 The genetic distance betw een goat breeds
Breed Shaannan Sannon A ngora Guanzhong Bore
w hite goat dairy goat goat dairy goat goat
goat Shaan'nan white * Q 052 Q 092 Q 035 a 086
Sannon dairy goat Q 052 *oxox Q 074 Q 018 Q 069
A ngora goat Q 092 Q 074 * ok ok Q 056 Q 072
qoat Guanzhong dairy Q 035 a 018 Q 056 *x Q 089
Bore goat Q 086 Q 069 Q 072 Q 089 * x o
2 3 , 2 ) Q 018
,5 , (1 24
2 , (H o) 5
Q 027 Q 095, H )
, Qo27, 3 (Hpo) 4
Q 018 Q 091,
4
Table 4 Thedistribution of the genetic diversity
Primer a b HCO d o Heo Hpop Hpop/H o H sp—H I;Ippop)/
RA 01 Q 616 Q 504 Q 314 Q 485 Q 164 Q 613 Q 417 Q 680 Q 320
RB 02 Q 417 0 Q 164 Q 179 1277 1 858 Q 407 Q 219 Q 781
RB 08 0 Q 250 0 Q 679 Q 216 1 417 Q 229 Q 162 Q 839
RA 09 Q 361 0 0 0 Q 450 Q 626 Q 172 Q 275 Q 725
A verage Q 349 Q 188 Q 120 Q 336 Q 539 1129 Q 306 Q 334 Q 666
‘a,b,cde , , )
Note a, b, ¢, d, emeans Shaannan w hite goat, Sannon dairy goat, A gora goat, Guanzhong dairy goat and Boer goat respectively.
4 , 5 Q 666, :
(H P) 1 129, 4 )
(Hpop) Q 306; , Q 188 Q 120,
(Hpop/H o) Q 334, 3 , 2

(Ho- Hpop)/H )
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Study on the genetic background of five goat breeds
in Shaanxi Province using RA PD

L IU Zhang-guo',L UO Jun®,YANG Gong-she’, ZHENG X in-m in®
(1 Jiangsu Institute d Poultry Science, Yangzhou, J iangsu 225003, China; 2 College & A nimal Sciences and T echnology,

N orthw est Sci-T ech U niversity d A griculture and Forestry, Yangling, Shaanxi 712100, China;
3 Institute f A nimal H usbandry, H ubei A cademy o A griculture Science,W uhan, H ubei 430064, China)

Abstract: T he study investigated the genetic variability and genetic relationshipsof five goat breeds in
Shaanxiprovince (Shaannanw hite goat, Sannon dairy goat, Guanzhong dairy goat,A ngora goat,Boer goat)
using 4 arbitrary primers The 4 primersw ere screened from 20 ones and founded 16 RA PD markers in the
study. Results show ed that the genetic variability of Shaannanw hite goat, Guanzhong dairy goat,Boer goat
w as higher, and their genetic purity w as low er; but the genetic purity of Sannon dairy goat and A ngora goat
w as higher. On the other hand, the study show ed the genetic variability of goat mainly distributed anong
breeds, but not in breed The resultsof wo genetic distance method (N ei'smethod and“ clust” M icrooft
progran) all show ed: the genetic distance betw een Sannon dairy goat and Guanzhong dairy goat w as the
closest, but the distances betw een A ngora goat and other breeds or Boer goat and other breeds were
higher. Based on themean genetic distance coefficients from N ei'smethod and* clust” ftw are, the cluster
treeswere constructed by U PGM A and NJ methods using PHYL IP M icrooft progran and by U PGV A
method using“ clust” oftware A nd the cluster trees all showed that Shaannan w hite goat, Guanzhong
dairy goat and Sannon dairy goat were grouped together, but Boer goat and A ngora goat w ere grouped
togetter.

Key words goat; RA PD; genetic variability; genetic relationship



