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Gene cloning and expression analysis based on
expressed sequence tag

YANG Ke-giang,W ANG Y ue-jing, ZHANG Jin-j in,WANG Xi-ping, ZHANG Jian-xia, W AN Y i-zhen

(College d H orticulture,N orthw est Sci-T ech U niversity o A griculture and Forestry, Yangling, Shaanxi 712100, China)

Abstract: Expressed sequence tag (EST) is a partial dNA sequene of the gene w hich expressed in

gecific tissue and Pecific stage W ith the development of bioinformatics, EST represents a useful tool of
gene identification, gene location and gene expression The paper summarized the advance of gene identifica-
tion and gene expression by EST s and discussed some problem s and tendencies in these procedures asw ell
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