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AGAAATGTGCAGGATAATTGCTGCCTAC
GCCCACTTTACATTGATTTCAAGAGGGA
TCTTGGGTGGAAATGGATTCATGAGCCT
AAAGGGTACAATGCCAACTTCTGTGCTG
GAGCGTGCCCGTATCTGTGGAGCGCAGA
CACTCAGCACAGTAGGGTTCTCAGCTTA
TATAATACCATAAATCCAGAAGCGTCTG
CTTCCCCTTGCTGCGTGTCCCAAGATTT
AGAGCCGCTCACCATTCTCTACTACATT
GGAAATACGCCCAAGATCGAA
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Leu Try Ser Ala Asp Thr Gln His Ser Arg Val Leu Ser Leu Tyr Asn Thr Ile Asn Pro Glu
Ala Ser Ala Ser Pro Cys Cys Val Ser Gln Asp Leu Glu Pro.Leu Thr Ile Leu Tyr Tyr Ile
-Gly Asn Thr Pro Lys Ile Glu
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The gene anplification and sequence analysis of partial TGF3 dDNA of goat

W ANG Bao-li, ZHANG Y ong
(Institute of B io-engineering,N orthw est Sci-T ech U niversity d A griculture and Forestry, Yangling, Shaanxi 712100, China)

Abstract: T he partial DNA of transforming grow th factorf3 (T GF3) of goatw as amplified by utilizing
reverse transcriptase-polymerase chain reaction (RT-PCR). The islated fragnent (273 bp) was se-
guenced The anino acid sequencew as deduced from the dNA , it contains 91 anino acids T he nucleotide
acid and anino acid sequencesof the goat TGF 3w ere compared w ith those of human,mouse and rat The
results indicate that dNA sequence homology are 91 9%, 87 5% and 88 6% regectively, and the amino
acid sequence simiilarity are 97. 8%, 96 7% and 96 7%, regectively.
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