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The construction of recombinational agrobacterium of hulGF-1I

ZHOU Peng ,WANG Yue-jing,HE Pu-chao
(Northwest Sci-Tech University of Agriculture and Forestry,Yangling yShaanzi 7112100,China)

Abstract ;: Four oligonucleotides were synthesized according to human insulin-like growth factor I
DNA sequence by means of the solid-phase phosphotriester method. Two pairs of oligos 1 and 2,3 and 4
had respectively been annealed by their 15 base-complementarity, and then polymerized into two intact
double-stranded gene,which was then inserted into pGEM T-Easy vector site of EcoR I /Pst I ,DNA se-
quencing show that the sequence of synthesized gene of human IGF-1 was the same as that of the designed
one. After sequencing,the partial codons of plant were choosed for correcting 6 codons behind ATG,and
Kozak was added, all for reconstructing IGF-1 , which would be inserted into BamH I /Sac 1 site of
pBI121,then pBlI121 was digested with Hind 1 /EcoR 1 and the fragment of 35S-Kozak-1GF-I -Nos(ter).
was inserted into Hind T /EcoR 1 site of pCMBIA2300,a new plant expression vector was formed,trans-
ferred into EHA105,finally,a kind of recombinational agrobacterum strain was reconstructed,these results
had been identified in this study.

Key words: human insulin-like growth factor-1 (hulGF-I ); chemical synthesis; plant expression
vector jrecombinational agrobacterium;identification



