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Study on the expression of genes in sinusoidal
endothelial cells of rat liver with fibrogenesis
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Abstract; Experimental animals of Wistar-rats wusing oral trearment of
Thicacetamide (TAA) were divided into two groups (TAA-1 and TAA-2) according to
the extent of liver injury. The analysis by means of Northern-blotting showed that a
slightly decreased expression level of bcl-x and bax was observed in sinusoidal
endothelial cells (SEC) of group TAA-1. In SEC of group TAA-2,a further decreased
expression of bel-x and bax was more slightly detected. The analysis of nuclear run-off
transcription assays showed that,in both experimental groups.the rate of incorperation
of #¥P-UTP into total RNA by isclated nuclei of SEC was significantly reduced by
about 30% (< 0.001) and that the synthesis of mRNA of bad,bax and cyclin E was
moderately decreased in SEC of the early phase of liver injury,while thar of cyclin A and
bcl-x was significantly increased. In the late phase of TAA-induced fibrogenesis (TAA-
2),the synthesis of mRNA of bad.bax and bcl-2 in SEC was increased by 2— 3 fold and
that of bel-x was raised more than 7 fold.

Key words;thioacetamide;liver fibrogenesis;sinuscidal endothelial cells;apoptosis-

genes ;cyclin-genes jgene expression
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