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Restriction Endonuclease Analysis of Mitochondrial

DN A of German Saddle—Horse

CHEN Hong F Leibenguth’ QUI Huai
(1. College of Animal Science and Veterinary Medicine,Nothwestern
A gricultural University ,Yangling, Shaanx i 712100, China)
(2. Dep artment of Genetics , Saarland University, Saarbrucken, FR G D-66041, German)

Abstract 13 German saddle-horses cleavage patterns of mtDN A from 5 restriction
endonucleases (BamH , Hindlll ,E@Rl ,EcoR V and BgIll ) were obtained. The re-
striction digests yielded one (EcoRV ), 3 (Bng Y, 4 (BamH ) or 5 ( Hindlll and
BamH ) fragments and all fragment sizes were given. The mean total size of mtDN A
was calculated to be (16. 48 0. 10) kilobases. The restriction cleavage sites of mtDN A
forall individuals except Bam H  were completely identical. A polymorphism of mtDN A
was detected with Bam H . The kind of polymorphism let us assume that B-type mtD-
N A of this horse had evolved from the A4ype mtDN A by acquiring an additional cleav—
age site.
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