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The Relationship of Drupe Fruit Trees Redetected by RAPD
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Abstract Random amplified polymorphic DN As were used to research on the rela—
tionship of drupe fruit trees (peach, apricot, plum and cherry etc. ). The results of UPG-
M A cluster proved that there existed a larger inheritance distance between apricot and
plum which implied that they had different developmental experience. Chinese cherry
and peach were generated by plum, and apricot and sweet cherry might have a close rela—
tionship.
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