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A pplications of M olecu lar Bio bgical
M ethods on T axonomy of Rhizobia

W eiGehong ZhuM inge

(Deartment of R esource and E nvironm ental S cience, N orthw estem

Ag ricultural University, Yang ling Shaanxi 712100)

Abstract W ith the development of molecular biological techniques some new
molecular bio logicalm ethods are app lied to the taxonany of thizobia Thesem ethod s ad-
vance to the rapid development of the research of taxonany of rthizobia from the tradi-
tional taxonomy in the past to them odem system atic taxonomy based on genetic diarac-
teristics and phy logenetic relationships This paper reports on the basis of a large
anount of literatures ntroduces the basic concepts principles characteristics and their
application at the present and in the future on taxonomy of rhizmbia of som e new molecu—
lar bb logicalm ethods such aswhole cellproten electropho resis m ultilocus enzym e elec-
trophoresis (M LEE), DNA G+ Cmo% , DNA-DNA hybridization, restrictbn fragment
length polym orphisn (RFLP), random ly am plified po lym orphic DNA s (RAPD), repeti-
tive extragenic palindrom e PCR (REP-PCR), 16s DNA sequencing
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