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Utilization of Biotechnology in Genetic

Improvement of Rapeseed

Wang Daojie Wang Hao
(Hybrid Rapeseed Research Center of Shaanxi Province,Xuzhuang,Dali 715105)

Abstract This paper briefly introduces the utilization and research of biotechnolo—
gy such as gene engineering, molecular markers and so on in genetic improvement of
rapeseed. Gene engineering has been widely used in the improvement of rape quality, in—
crease of rape resistance and heterosis of rapeseed. The technology of molecular markers
can be used for the distinction of rape varieties, location of genes, construction of genetic
atlas and prediction of heterosis.
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